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Mechanism of inhibitory effect of total flavonoids from 7araxacum mongolicum on obesity in mice by
regulating intestinal flora

GAO Yixue"?, GUO Lin"*, LANG Linyan', WU Jing', WANG Haoyang', YANG Jing', MIAO Mingsan®?,
LI Zhanzhan® * (1. College of Pharmacy, Henan University of Chinese Medicine, Zhengzhou 450046, China;
2. Academy of Chinese Medical Science, Henan University of Chinese Medicine, Zhengzhou 450046, China;
3. Collaborative Innovation Center of Research and Development on the Whole Industry Chain of Yu-Yao,
Zhengzhou 450046, China)

ABSTRACT OBJECTIVE To investigate the mechanism of the inhibitory effect of total flavonoids from Taraxacum mongolicum
on high-fat diet-induced obesity in mice through modulation of intestinal flora. METHODS Twenty-four C57BL/6] mice were
randomly divided into blank group, model group and 7. mongolicum total flavonoid group, with 8 mice in each group. Except for
the blank group, the other 2 groups were given a high-fat diet, while 7. mongolicum total flavonoid group was given 7. mongolicum
total flavonoid [400 mg/(kg-d)] intragastrically, once a day, for 8 consecutive weeks. During the experiment, the food intake of
each group of mice was recorded. After the last medication, the body mass, fat weight, blood lipid level and pathological changes
of liver and epididymal fat in mice were evaluated to observe the effect of 7. mongolicum total flavonoid on the treatment of obesity
in mice. The changes in abundance and structure of intestinal flora in mice were detected by amplicon sequencing; the effects of 7.
mongolicum total flavonoids on fat metabolism related genes were analyzed by qPCR. RESULTS Compared with model group, the

body weight of mice in 7. mongolicum total flavonoids group

AEETB HRHARFEERLETH (No.82074038,N0.82304831) was decreased significantly (P<<0.05) ; the levels of total lipid
R B2 PR A9 B (No.GZYKJIS-2022-040-1) 5 Tl 45 EH SR FH cholesterol, triglycerides, and LDL cholesterol were all
SRR LT FFARRL LG " T H (No.242300421090)
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decreased significantly (P<<0.01) , and the level of HDL
cholesterol was increased significantly (P<<0.01) ; the fat

1905198363 @qq.com
#BEVER DIFTHL WA S0, 11 . BT 7 h 2525 5 1) indexes of inguinal white adipose tissue and epididymal white
BEMUEWU% . E-mail:wind_lz@hactem.edu.cn adipose tissue were significantly reduced (P<<0.05) ;
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significant improvement in hepatocellular steatosis and adipose cytopathy were significantly improved; mRNA expressions of
COXT7A1 and COX8B were significantly upregulated (P<<0.05). The results of bacterial colony detection showed that compared
with the model group, there was a rising trend in the diversity of the bacterial colony in 7. mongolicum total flavonoids group, and

the Sobs index characterization and [ diversity were increased significantly (P<<0.05). Relative abundances of Blautia,

norank_f Ruminococcaceae, Bilophila, Alistipes, classified f Ruminococcaceae, Parabacteroides, norank f Desulfovibrionaceae,

Anaerotruncus were significantly up-regulated (P<<0.05) , while those of Faecalibaculum, Erysipelatoclostridium, GCA-900066575,

Tuzzerella, Lactobacillus, norank f norank o RF39, achnospiraceae FCS020 group were significantly down-regulated (P<<0.05).

CONCLUSIONS T. mongolicum total flavonoids can reduce body mass, fat weight and blood lipid levels, and repair the

pathological damage to liver and epididymal fat in obese mice, which is related to improving intestinal flora disorders caused by

high-fat diet.

KEYWORDS Taraxacum mongolicum total flavonoids; obesity; intestinal flora; lipid metabolism
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Lt , P<<0.05,
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EPET S IR IAE B RFIE 2 107 H TC . TG .LDL-C
KEFH R HDL-C ZKFREAR™. 84 iE , 1w 7KE i
i) LDL-C 5 HDL-C JE [/, AT LAV 5 44 P A [ e
PR LB KU ABIF g i i B IR ST
JEJFE /IS BRABE AR | 4631 T 9 2 B B T o A /N U £
S, S5 5 R 25T T A T LR T AT DL R
JIEfee /DN BRI 200 B G 0 A8 1 , A A2 B I 400 B 1 e BRCIR S
U BEAR /N B Y TC. TG . LDL-C 7K, H2 &5 1fi 3
HDL-C 7K, D BH 5 23 8 A B T i 7K S ELA 985 4
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42 EAELSEMRWIAR/NRZEREEN

IR 2 B IE R AL R EAS H 3
L, PEREA 5 B> R EOR RS . A OCHRGE R I,
T DA RFAERC I 5 ZRHCHT A QIR s 19 & 2E RN R R
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WFFE 45T W WA D R R T LR A AR B A
KHEBEMHTEE, DHARSRHEE, FHAEERE. 7F
TR b 3 A S A B L R A B M R i 28-4 S ARk %
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AWFFE K B, B /IS BRUFE 480 3 2 0 A B T Ak B
ACC1 Ppargclo mRNA {9 3R 1k [AI A A4 241 L1 45 g B ik A8
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