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MiR-330-5p targets OY-TES-1 to inhibit the migration of glioblastoma
LIANG Guo', ZHAO Zhen-kai', ZENG Zhao-yue', ZHANG Qing-mei', NONG Wei-xia', XIE Xiao-xun', LI Xi-sheng’
(1. Department of Histology and Embryology, School of Basic Medicine, Guangxi Medical University, Nanning Guangxi 530021, China;

2. Department of Traumatic Neurosurgery, Guangxi Academy of Medical Sciences-the People’s Hospital of Guangxi Zhuang Autonomous
Region, Nanning Guangxi 530021, China)

Abstract: Objective To explore the targeted regulatory relationship of miR-330-5p on OY-TES-1 in glioblastoma and the effect of
miR-330-5p/0OY-TES-1 axis on the migration ability of glioblastoma. Methods Bioinformatics analysis was performed to analyze the expression
level of miR-330-5p in patients with glioblastoma and its influence on prognosis and survival of patients. The glioblastoma cells U251 were
divided into miR-330-5p minics group, minics-NC group, and miR-330-5p+OY-TES-1 overexpression group (miR-330-5p minics+
pcDNA3. 1-OY-TES-1). The effect of miR-330-5p on the activity of OY-TES-1 3'UTR region was detected by double luciferase reporter
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gene experiment. The expression of OY-TES-1 mRNA was detected by qRT-PCR. The effect of miR-330-5p/OY-TES-1 axis on the migration
ability of glioblastoma cells was detected by Transwell migration assay. Results The expression of miR-330-5p in glioblastoma tissue was
significantly lower than those in non-tumor brain tissue and low-grade glioma tissue (P<0. 05). The survival time of glioblastoma patients with
high expression of miR-330-5p was significantly longer than that of patients with low expression of miR-330-5p (P<0. 05). After overexpression
of miR-330-5p, the activity of OY-TES-1 3'UTR region was decreased (P<0. 05). Compared with minics-NC group, the expression levels of
OY-TES-1 mRNA of U251 and US7MG cells in miR-330-5p minics group were significantly decreased (P<0.01). Compared with minics-NC
group, the numbers of migrating cells in miR-330-5p minics group and miR-330-5p+OY-TES-1 overexpression group were significantly
decreased (P<0. 05). Compared with miR-330-5p minics group, the number of migrating cells in miR-330-5p+0Y-TES-1 overexpression group
was significantly increased (P<0. 01). Conclusion MiR-330-5p targets OY-TES-1 to inhibit the migration of glioblastoma.
Keywords: miR-330-5p; OY-TES-1; glioblastoma; cell migration
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