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Studies on Fractionation of Transcriptionally Active Chromatin

of Rat Liver and lts Physical & Chemical Characteristics
Zhou Dujin Tutor: Prof, Yi Lukong

(Department of Biochemistry, Third Military Medical College)

Rat liver chromatin was fractionated according to the modified procedure
of Gottesfeld into three fractions, that is, P,, S,, and P,, Fraction S, was
found to be characterized by its higher transcriptional activity, highgr sensi-
tivity to DNase I degradation, and higher content RNA and nonhistone protein
than the other two, Its transcriptional activity was 7,7 times and 3,3 times
more active than that of fractions P, and P, respectively; it was 20 times
and 7 times more sensitive to DNase I degradation than fractions P, and P,
respectively; and it contained twice more RNA than fractions P, and P,, All
the evidences support that fraction S, is the transcriptionally active part and
fractions P, and P, the transcriptionally inactive parts of rat liver chromatin
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