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A study on antigen receptor gene rearrangements in 13 cases
of T-cell non-Hodgkin’s lymphoma

Zhang Jianzhong, » Yan Liangsui, et al (Deparment of Pathology, Third Military Medical

College, Chongging, 630038)

Abstract The beta and gamma chain gene rearrangements of the T-cell receptors (TCR)

were studied with Southern blot hybridization and polymerase chain reaction in 13 cases of non-

Hodgkin’s lymphoma with T-cell phenotype. It was found that 11 out of the 13 cases (86%) ex-
hibited TCR beta gene rearragnement and 12 out of the 13 (91%) displayed TCR gamma gene

rearrangement. The findings suggest that gene rearrangements are more sensitive and specific

markers to establish T-cell monoclonality and lineage and helpful to the morphological diagnosis

and immunophenotyping for non-Hodgkin’s lymphoma.
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A study on p53 and Rb genes in gastric cancer and juxta-

cancerous tissue

Wang Junru, Liu Weiwen, Wang Bing,et al ( Department of Gastroenterology, Southwest Hospital,

Third Military Medical College, Chongqing, 630038)

Abstract The deletion and rearrangement of p53 and Rb genes were studied in gastric can-

cer with Southern blot hybridization and the point mutation in 248 and 249 codons of p53 was

studied with PCR-RFLP. It was found that deletion or rearrangement of p53 was seen in 9 cas-

es out of 30 cases of gastric cancer and point mutation at 248 codon of p53 in 2 cases out of 42

cases, and deletion and rearrangement of Rb gene were seen in 2 cases out of 15 cases.
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