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## ¥ FRAPCR-RFLPEMEXNERBAEEALN P PEEE 248 fu 249 HBX A REHTH
WoOANFRAEEAE T EMNPEANREAATRE SR %0, EHAHAP ' 2R B ARERY
7.2%,249 MBEARRAFHRET, BEAR P RERERNY 36.5%, BT 5om A, HIKEZHB MK
JEEERY . NEEA P RERERINBESTHRANAT Scm EHREEHBRRWRLR 1.1 18
(P <0.01), PURAE MRS 5 EFIERN 21, 1%, R AEE X 50. 0% WA 5 FHEEENEN B F
(P<0.0), UERERRMEEAR PEAFHFHNEERERSE.
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1 40 Bl e AR R R AL B R —— M R . P
HEEMEHPEEN—F. HRRAPEEFRFLE
TR R REFEIRGEA, EMESH RS RE
FH T RE R X B bR & A R RH A RERY  RTH
B REE PPEARTNREIMHARENC RMRE,
T 15 B 8 B 55 A 6 Wi . AR A PCR—RFLP
B EMARS PUREEE 248 M1 249 U EBF AR
AT AT, 3 SRR AL 3 PR A Rk #
TRE . RITHRERABENEE,
1 HE5RE
1.1 #mgirk

104 B 8 #E F1 35 B 4E 5 B AS AR A BT 1978~1988 &
SPEFFRUIBRRAE R 10X B/ROHKET, A a8, St
MR 3K, B 5um, 1 K{THE &8, HTRELSH . A 23KH
FTRERLRE., BUIREREES)N 5KEH,
1.2 DNA #3R

¥ BB E LR H A 1.5 ml Eppendor! B, Z X R
¥,95% 28K L, AN K (Sigma) 4L, R M — H{imie
PR B DNAY 518414 DNA # R TE RP R RE, T 5%
§h4y Y6 Y6 B B 43 B 5 HAE I 15 260 nm % 280 nm B Y TR
H. it EBm AR RO,
1.3 3l4git

S POEE 248 2400 TR F AREMNFIWE PEEF
LA ARSI MWFE P, . 5'-CCCAAGGCG-
CACTGACCTCA-3' , A7/ BFEM LI NS FH23~44
A B HEMZ B HESP, .5 -GCTCCTGACCTGGAGTCTTC-
Y AR THREGUNITETEMAASTHIT TR ZEMN

R YA BRI 164 bp 243 FF A K% Msp 1 BS YT, #0113
+51 bp A KB RAEK WA REWAS U1 249 FF £ B 5 Hae
KB40, [ Y1AR 27446490 bp =4 K B, T AR W )27 +
1361 B,

1.4 PCR—RFLP 9#

B4 pgE BAHDNARE T 50 ul PCRE W (10 mmol/L
Tris—HCI,50 mmol/L KCl,1.5 mmol/L MgCl,,0. 2 mmol/L
dATP.dGTP.dTTP # dCTP.1 uM 5]4,1~3" Taq DAN %
E &P .7E PCR I #{¢ £ (Perkin Elmer Cetus)¥{E:93C2Z&
40 s,55CH 405,72 CHEMT0 s, 40 BIFFT2CHELO0
min, HHEL10 p} PCR ¥ 19874y,4 % F Msp [ 1 Hae I #4L,
BB 914 9% T T 4R LT ML 0K 5 1, 1 Z 4 e 65 U5 E A1 38
WAR £ MBI BRR .

1.5 RAgmiLRe

HAEYR AR PPRRBRRAB(EEFBRRERER
Kevin Gatter B 31T ABC e AL 66, AH &M B
% & Vector Lab Je M i B {E, MBE B E G E AN,

1.6 AAMF

14B EBFERBEHREIHE R N ERKE DL
FEHFEEARINEEION, FEIFEU LHE40 25U LF
571, 34 LA 49,45 LA a5, SELL 408,

SR
P % 248.2494% B X R K 547

S PCRYU M A EFRBIERER BN, 350 B E KR
T 3061, 1045 B A 5 695 k1 BT I 1 7~ B LPCR
=% Msp | #1 Hae I Bg 415 2 3k R 28, 308k 7% B W R &
WA ERA, 9P HEASP AR Msp | BUI(ED,#RF
248 4R G X B A A, A HT. 2% (5/69), 2495 BB R K K H
HAERE,
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. Imazeki %R PCR B &M FiE0 47 PP 2R S
~8H B FRRE, RAREFEN 50%“; Uchino %
B EHRALAE 5~8 S EF AR, B SIS
HI RS K 37%H 42%"; Tamura %554 B ¥
AR DR ERARMN _EEAK, REHRR PPH
A~8 B FHERE, AR EREEHRERE R
64%, M ik EEARRAFRELES, U EHRHR
APCRBREBEELEEIBYIHERZF . FCK
B PCR—RFLP F el T PP&E-L4b BT 248,249
SEBTRRERN, 248 BEBFREER 7. 2%,
U FEMTFRERAETRELE  HEMANEEELR
Freft—HWMFHR.

PREF i —F 390 N E AR, 4> F & 53 kD 89
BEHMEA, H@dx DNA EHMEmmS5ER
MEHERKAE., EXHEAT PPEANEEHMRE,
mEBARE, H—MOHAREFERRE L, 4 P
ERRERTH, HEAFYEEAREAXER

B BAMRRA, R P RRENMRET. KF
PPREBERTFIIN EREY, Bi—AAN. H

ARFEFTHERE P ERENKRAAF PPRERTER
Bo XX S FIERENFHFE 4G PEORGH
W RAR PPRARESEAF YN ERETREE —
ERER,

X EEIEHR PR AYEEN 13. 3~
57. 0%, &R H 36.5% . PPEHNRHRESHE
BRI EYEIT HA L, NBRATRE , RR AR
RYUFWP REHAMYERHAEER MM EXT
Sem HEREAHAELEEFTT /T 5 om F;HKER
MK SR P G PH YR B EFR T ORBRILH
MESHBE I VEELaEEREEST L.
L, WS ER E—SXTFHERBNEBRN DT
VLB B 5T 48 A0 — B,

BREH PPEANERESHABIEHARE. Mar-
tin ¥R RAP R AHEERE S FEEERN
560, G EHMEEN 24% . WA S FHIEXEHEFE
R NAXHHE PR G A EBA 5 FFER

H50. 0%, R HMEE N 21. 1%, FA 5 FHFIEEDN
FREAR. Bt AR EMARTS PPEEAUA
FTREBWREES TEMET R, WTEETRERA
HIWR A BlE BF A6,
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Clinical study of the relationship of P** mutation and expression with the

prognosis of patients with gastric cancer

Fang Dianchun, Luo Yuanhui, Lu Rong, Liu Weiwen, Jin Huayuan, Men Rongpu, Zhou Zhicheng, Wang

Zhenghua (Department of Gastroenterology, Southwest Hospital, Third Military Medical University, Chongging, 630037)

Abstract The mutation of P** gene at codons 248 and 249 and its protein product expression were inves-

tigated in 104 formalin—fixed , paraffinembedded specimens of gastric canceer with PCR —RFLP analysis and

immunohistochemistry. Mutation was found at codon 248 of P**in 7. 2% (5/69) of the gastric specimens but
4

no mutation at codon 249. 36.5% (38/104) of gastric specimens expressed high level of P** protein showing

positive nuclear staining, which was related to the tumor size,serosal invasion, lymph node involvement and

the stages of the cancer. The 5—year survival rate of the patients with positive expression of P* was 21. 1%
and that with negative expression of P** was 50% ( P <<0.01).

The data suggest that immunostaining of P** is of great help to the evaluation of the patients with gastric

cancer.

Key words stomach neoplasms; oncogene products; gene expression; prognosis
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ETHYENERSER, P EMBIR R E S AT AR,
EERABUNEHRBETEARME R RG, HE X0 &R
RN BB 07 TH R A B TR % 4% SR B AR Y 150, 3
M RER I, ERBIPHEEITIER.

LI R Rl T T T g S S g gy B N B o O o T T T T T L W, B, T T By T e

2.5 mix— My

2.5.1 DUREERNDE.MAHEE MBAE. KSR
EGERRAEARENSUE ELERN=ZEESIHEN
& M.

22.5.2 MBI, RN R B A RO R D,

KR G AR . AT M R K8, W
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