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Expression of hepatitis C virus E,/NS, gene in E. coli
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Third Military Medical University. Chongqing, 630038)

Abstract The E,/NS, gene of hepatitis C virus (HCV) was subcloned into 2 categories of fusion expres-

sion vectors and was successfully expressed in E. coli. The findings of Western blot and ELISA indicate that

the expressed recombinant protein possessed the antigenicity of HCV envelope and could specifically react

with the serum of individuals infected with HCV. It can be used to investigate the significance of the antibod-

ies to E,/NS, protein.
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