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An analytic method for cellular specific gene transcr'iption

Wu Lijuan, Li Yan, Shen Beifen (Department of Laboratory Tests, Daping Hosptital, Third Military Medical University,

Chongqing ,400042)

Abstract Objective: To report a method to analyze the cellular specific gene transcription. Methods :

The sensitivity, reproducibility and linearity of the method were estimated. Results: 13X 10° cells were able to

gain a distinguishable positive hybridization signal. When the number of the cells was increased to 5% 10° the

hybridization signal was (10, 0041.12)% with a CV value of 0. 11. The hybridization signal will further in-

crease when the number of cells reaches to the range from 53X 10° to 1 X 10”. Conclusion: This analytic

method possesses high sensitivity and satisfactory reproducibility and lenearity and can be used to analyze cel-

lular specific gene transcription.
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