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Analysis of the death epitope in human Fas antigen
Song Janxun, Zhu Xihua, Chen Kemin (Institute of Immunology PLA, Third Military Medical University, Chongqing,

400038)

Abstract Objective:
Methods:

To study the death epitope of human Fas ( H-Fas) antigen extracellular domain.
B cell epitopes of H-Fas antigen were predicted with accessibility and flexibility schem es associated

with antigenicity, secondary structures and epitope analysis scheme. H-Fas antigen N—terminal residues 2~

15 and 50~ 83, designated B14 and P34 peptides, were synthesized with peptide synthesizer and observed
whether they could be recognized by anti-H-Fas m Ab 2A1, DX2 and CH-11 which could induce apoptosis of
Fas—sensitive cells. Results: B cell epitopes were likely at or adjacent to H-Fas antigen N-terminal residues 51
~ 78,102~ 110 and 145~ 157. H-Fas antigen N-erminal residues 1~ 100 could not be bound to anti-H-Fas
mAb 2A1, DX2 and CH-1 1. Conclusion: The death epitope of H-Fas antigen is probably localized in the Fas

N-terminal residues 100~ 157.
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