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Relationship between expression of MRP gene and pathological features in

esophageal carcinoma

WANG Yan-ming, WANG Ai-min, Jiang Ren-shu, LI Xian-bo, ZANG Yu-lin, ZHANG Guo-ping, SONG Yu-
hong (Department of Thoracic Surgery, 252 Hospital of PLA. Baoding 071000, China)

Abstract Objective: To investigate the expression of multidrug resistance associated protein
M RP gene and its relation to pathological features of esophageal carcinoma. Methods: The samples
of tumor tissue, paracancerous tissue and 33 lymph node from 51 patients with esophageal carci-
noma were analyzed for M RP gene expression by RT-PCR. Results: The M RP-positive rate of the
tumor tissue w as significantly different from that of the paracancerous tissue (P< 0. 05). The ex-
pression of MRP gene was not associated with tumor size, pathomorphology and lymph node
metastasis. The M RP positive rate was higher in patients with tumor of stages [lland [Vand deep-
musclaris or fibro-membrane invaded by tumor than in those with tumor at stages I and II and
shallow -musclaris invasion. The positive expression of M RP was markedly higher in undifferenti-
ated tumor than in the well-differentiated one (P<Z 0. 05). The M RP-positive rate of metastatic
lymph nodes in MRP-positive tumor tissues was 100%. There was no positive M RP expression in
non-metastatic lymph nodes. The follow -up showed that the relapse or metastatic rate in M RP-
positive cases was higher than that in M RP-negative ones. Conclusion: Overexpression of M RP
gene in untreated esophageal carcinoma is in accordance with its metastasis to lymph nodes. It can
be regarded as a prognostic marker of esophageal carcinoma.
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Tab1 Relationship between MRP-positive rate and
pathological features of esophageal carcinoma

Factors n  No. of posiive %

Tumor size

<3 cm 8 3 375

=3 cml5 em 20 7 35

>5 om 23 & 1.3
Infiltration depth

Mucous memhbrane or shallow-musclans 9 2 2.2

Deep-muslaris or fibro-membrane 42 16 38.1
Lymph node metaslasis

Yes 2 8 36.3

No 29 10 34.5
Pathology shape

Medullary 21 8 38.1

Ulcerative 19 7 36.8

Constrictive 1 0 0

Fungting 10 3 30
TNM grade

IT+1 13 3 23.1

m+ 38 13 2.5
Differentiation degree

Well-defferentiation 25 f 4

Moderate-differentiation 12 4 133

Poor-diflerentiation 14 8 57.1°

*: P <0.05 vs well-differemiation



22 3 Vol 22, No. 3
264 2000 3 ACTA ACADEM IAE MEDICINAE MILITARIS TERTIAE Mar. 2000
33 s 21 , M RP
( 13 )s 5 MRP ,
, 12 ( 5 MRP .
MRP ) MPR . 35 1~-2 5 MRP 6 X
, 14 MRP s 1 v 5
s 42.9%. MRP 4 3 ’ 4 3
.3 1 1 .
21 MRP .4 , 19% MRP ’
° b
3 MRP N (42.9%)
MRP 19%), M RP
(MDR) ) , .
(MDR1) .
M RP M DR ,
o , MRP [q Cole S P G Bhardwaj G Gerlach J H, @&
. R al. Overexpression of a transporter gene in multidrug re-
MRP , sistant human lung cancer cell lind J]. Science, 1992, 258
(P<0.05), , (10): 1 650—1 654
[ 2] Chomeczynski P, Sacchi N. Singe step method of RNA isola-
MRP ’ tion by acid guanidinium thiocyante-phenol-chloroform
‘ extraction[ J] . Analytical Biochemistry, 1987 162 (1).
MRP [;t] 156— 157.
> o [3 Noonan K E, Bech G Holzmayer T A, et al. Quantitative
’ analysis of MDRI1 gene expression in human tumor by
M RP , M RP polymerase chain reaction] J], Pwoc Natl Acad Sci USA,
(38. 1% 1990 87(18): 7 160— 7 163.
(22 2%, 1L IV MRP (39. 5%) [4 Krishnamachary N, Center M S The MRP gene associated
.11 (3.1%), . with a nonrp-glycoprotein multidrug resistance encodes a
190-KDa membrane bound glycoprotein[ J] . Cancer Res
ME¥M) ' 1993 53(7):3 6583 662
’ (it B 3E)
SCE L 52 1000-5404(2000) 03-0264-01
X

Quality assurance and control in trank x-ray stereotactic radiotherapy

KEFE, Z B (

(1955. D, s s

(023) 68755356

3 1999-09-36; 5 200040126

400037)

50Gy s 7~10d s

(F# 271 )



