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Loss of heterozygosity at APC and MCC genetic loci in esophageal carcinoma

WANG Ming-rong, WANG Hai-dong, XIONG Gang, FANG Dian-chun (Department of Cardiovascular and Thoracic Surgery. Southwest
Hospital Third Military Medical University, Chongqing 400038 China)

Abstract: Objective To study the relationship between the loss of heterozygosity (LOH) at APC
and MCC genetic loci and the incidence and development of esophageal carcinoma. Methods I0OH at
APC and MCC genetic loci in 46 specimens resected from esophageal neoplasm was studied with poly-
merase chain reaction (PCR) and restriction fragment length polymorphism (RFLP). Results I0OH was
29.0% and 33.3% at APC and MCC genetic loci, respectively. Significant correlation was found be-
tween IOH at genetic loci and clinical parameters (P> 0.05). Conclusion This study suggests that
LOH at APC and MCC genes is the common genetic alteration in esophageal carcinoma and may partici-
pate in the genesis of esophageal carcinoma.
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rameter and the heterozygosity loss of APC and

MCC gene
LOH/ case
Clinical pathologi cal parameter
APC MCC
Histologi cal type
Squamous cell carci noma 8/ 26 6/ 19
A denocarcinoma 175 2/5
Size of carcinoma
<3 cm 5/ 17 5/ 17
>3 cm 4/ 14 3/7
Penetrati ng muscle layer
Not penetrated 6/ 19 5/15
Peretrated 3/ 12 3/9
Lymph node metastasis
No metastasis 4/ 12 4/ 10
Metastasis 5/ 19 5/ 14
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