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Effects of respiratory syncytial virus on human lung adenocarcinoma cell

line PAa and p53 gene mutation
CHEN Hang-wei, QIAN Gui-sheng, WU Guang-hui, LI Ji-cheng (Research Institute of Respiratory Disease, Xingiao Hospi-
tal Third Military Medical University, Chongqing 400037 China)

Abstract Objective: To study the effects of respiratory syncytial virus (RSV) on the mor-
phology of human lung adenocarcinoma cell line PAa and the mutation of p53. M ethods: PAa cells
were infected with RSV and the mutation of p53 in PAa cells was observed with polymerase chain
reactiorrsingle strand conformation polymorphism (PCR-SSCP). Results: 24 hours after RSV in-
fections huge fused PAa cells were formed. PCR-SSCP revealed no change of exon 5, 6, 7, 8 and
9 of p53 gene in the fused PAa cells. Conclusion: RSV infection affects significantly the morphol-
ogy of PAa cells but its effects on the changes of genes in PAa cells needs further investigation.
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