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Expression of HGF/Met mRNA and TGF-o/ EGFR mRNA in the liver/hepatocyte after

partial hepatectomy in noncirrhotic obstructive rats
XU Ming-gingg HAN Berrli, XUE Lan GONG Jian-pings DONG Jia-hong, WANG Shur guang ( Center of Hepatobiliary Surgery of PLA, Third Military Me di-
cal University, Chongqing 400038 China)

Abstract; Objective To investigate the expression of HGF and TGF-« and their receptor, Met (HGF receptor) and EGFR (TGF-arecepior)
mRNA, in the regenemtive liver/ hepatocytes after 70%4 partial hepatectomy (70% PH) in noncirthotic biliaty obstmction rats. Methods Wistar
rats were divided randomly into N-PH group BDO-RBF-PH group and BDO-RBF group. The expression of HGF Met mRNA and TGF-o/ EGFR mR-
NA was measured by RI-PCR in the liver/ hepatocytes at the time point of O 6 12 24, 48 and 72 h after 70% PH or RBF. Results In N-PH
group the expression of HGF/ Met mRNA increased sharply and peaked at 6 h, and maintained at a high level until 24 h after 70%5 PH. In BDO-
RBF-PH group however, the expression of HGF/ Met mRNA increased slowly and peaked at 12 h after 70% PH. The peak level was lower in BDO-
RBF-PH group than in N-PH one. The expression of TGF-a/ EGFR mRNA increased sharply and peaked at 24 h after 70% PH in N-PH group.
However, the expression of TGF-a/ EGFR mRNA elevated slowly and peaked at 48 h after 70% PH in BDO-RBF-PH group with a lower peak level
than that in N-PH group. Conclusion The expression of HGF/ Met mRNA and TGF-«/ EGFR mRNA in the regenerative liver hepatocytes after
70% PH decreases significantly in noncirrhotic biliary duct obstruction rats. There is a tendency that the expression of HGF mRNA and TGF-« mRNA
is less than Met mRNA and HGFR mRNA.
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1 70%PH HGF mRNA (x=*s)
Tab1 Expression of HGF mRNA in liver after 70% PH(x £+ 5)
HGF mRNA/— actin mRNA (%)
Group n
Oh 6h 12h 24 h 48 h 72h
N-PH 6 20.66+4. 79 90.92+3.90 70. 76+3.93 52. 6243.98 31.10 +4.56 21.00 £3. 16
BDO-RBF-PH 6 27.767+6. 21 38.76+4. 63 66. 52+4.66 58. 28+6.66 45.58 3.22 23.5412.83
BDO-RBF 6 32.16+3. 51 26.88+44. 46 25.30+2.88 20. 214-2.94 16.78 +-3.06 13.04 £2.45
*, P<0.001 vs BDO-RBF-PH (6. 12 h)
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2 . NPH 70% PH Met mRNA 70%6, Met mRNA 12 h,
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2 0%PH Met mRNA (x*ts)
Tab 2 Expression of Met mRNA in hepatocytes after 702 PH(x +s)
Met mRNA/ GAPDH mRNA (%)
Group n
Oh 6h 12 h 24 h 48 h 72h
N-PH 6 18.64+5. 61 97.6348.72 % 74.29+6.71 46. 31+7.28 31.85+7.81 23.37+4.84
BDO-RBF-PH 6 31.48+8. 32 71.73 +7.36 81. 49+7.29 62. 9248.36 48.57+5.94 34.54+4.86
BDO-RBF 6 30.65+5. 49 27.41 +4.28 25.37+6.32 23.3943.47 20.5343.28 17.6343.43
*, P<0.001 vs BDO-RBEPH(6h); #; P<<(0.01 vs BDO-RBEPH(12 h)
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3 70%PH TGF-« mRNA (x=£s)
Tab3 Expression of TGF-a mRNA in liver after 70% PH(x +s)
TGF-amRNA/ GAPDH mRNA (%)
Group n
Oh 6h 12h 24h 48 h 72h
N-PH 6 15.67+3. 45 18. 67+2. 47 35. 486.82 90.5348. 65 54.65+5.91 34.3645.36
BDO-RBF-PH 6 25.49+3. 24 28. 59+5. 23 32.35+5.36 38.83+7. 45 68.321+8.28 46.35+7.41
BDO-RBF 6 26.72+5. 38 25. 47+4. 37 22. 81+3.42 20.75+4. 14 18.93 +2.48 14.36 13.19
*, p<0.001 vs BDO-RBEPH(24 h); #.P<<0.01 vs BDO- RBFPH(48 h)
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4 70%PH EGFR mRNA (x*s)
Tab 4 Expression of EGFR mRNA in hepatocyte after 70 PH(x * )
EGFR mRNA / GAPDH mRNA (%)
Group n
Oh 6h 12h 24 h 48 h 72h
N-PH 6 18.46+4. 37 21. 83+5. 46 32. 84+4.35 86.87+09. 45 *F 57.45+8.36 25.7315.41
BDO-RBF-PH 6 23.8147. 45 26. 44+6. 71 38.73+£6.43 62.18+47. 49 69.3619.93 46.31 £7.48
BDO-RBF 6 24.6716. 49 22. 8443, 61 19. 76+4.51 17.85+5. 36 15.42 42.31 13.36 £2.45
*, P<0.001 vs BDO-RBEPH(24 h); #; P<<0.05 vs BDO-RBEPH(48 h)
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