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Preliminary analysis of DNA polymorphism of Paragonimus skrjabini and
Clonorchis sinensis

ZHANG Xi-lin, XU Wen—yue, DUAN Jianrhua, HUANG Fu-sheng (Department of Parasitology, Third Military Medical Universitys
Chongqing 400038 China)

Abstract: Objective To analyze the polymorphism of the genomic DNA extracted from Paragoni -
mus skrjabini and of that from Clonorchis sinensis and explore the similarity of their genes. Methods
The genomic DNA extracted from the 2 trematodes was amplified with random amplified polymorphic DNA
(RAPD) and then was carried on agarose gel electrophoresis. Results DNA fingerprints of the 2 trema-
todes were obtained through the primer P1 and P2 but not through the primer P3. With the primer P1,
the amplified fragments from the 2 trematodes were quite different, while with P2, 2 similar bands were
found with 400 bp and 100 bp respectively. Conclusion Our results indicate that though Paragonimus
skrjabini and Clonorchis sinensis were independent species, similar genes exist because of their close ge-
netic relation. It should be further investigated whether these similar genes express common antigens re-
sulting in cross— reaction in serodiagnosis.
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Tab 1 Random oligonucleotide primers and their sequences
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P2 5 -GTAGTCACAC-3 50
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Fig 1 Results of RAPD from DNA of adult Paragonimus
skrjabini and Clonorchis sinensis
M: The DNA maiker; lane 1~ 3: PCR produc amplified by
Cbnorchis sinensis; lane 4~ 6; PCR product amplified by Para-
gonimas skiabini (Pl dane A1 4 P2 plane 205 (P3¢ limme 3 6
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Tab 2 Length of DNA fragments of two tremotodes amplified DNA s B17-2 400 bp,
by primers P1, P2 and P3 A9-680 bp,
Species  Primer an‘)}:r:li DNA Length of DNA fiagments anplified (bp) ° RAPD-PCR
DNA s
P1 5 1100 620 370 300 60
P. skijabini P2 7 860 580 400 320 250 180 100 ’ . DNA
P3 0
RAPD F (F=0.076).
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