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Cloning, expression and identification of gene segment encoding the neutraliz-

ing epitopes of IgA protease secreted by Neisseria gonorrhoeae

XU Fuming, MA Wen-yu, XIANG Bing-yi, YAN Yan, BAI Guang-chun, LI Yuan (Deparment of Micwobiology, Fouith Military

Medical University, X7 an 710033, China)

Abstract: Objective To clone and express the gene segment encoding the neutralizing epitopes of
Neisseria gonohoaie-secreted IgA protease. Methods A pair of primers with flank site 1 601 to 2 722
of IgA protease gene were designated according to the published full sequence. Plasmid pFP180 which
can express the intact I[gA protease was used as the template. The 1 100 bp fragment was amplified by
PCR and was further directional cloned into pUC18. After the sequencing, the fragment was subcloned
into an expression vectors pBV220 and then was transformed into £. @li DH5a. The expression product
was identified by Western blot with the serum immunized with recombinant IgA. Results The cloned
gene was expressed in E. coli with high efficiency. The serum of mice immunized with the expression
product could inhibit the split activity of IzsA protease secreted by N. gonorrhoeae . Condusion  The
gene fragment cloned contains neutralizing epitopes of IgA protease, and its product can inhibit the activi-

ty of IzA protease.
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