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Screening of a HBsAg mimotope recognized by human polyclonal antisera
WAN Ying, WU Yuzhang, TANG Yan, BIAN Jiang (Institue of Immunology PLA, Third Militaty Medical University, Chongging 400038 China)

Abstract: Objective To obtain the phage-displayed mimic peptide which had specific reactivity
with human HBsAb sera for getting more knowledge on B cell epitope of HBsAg. Methods A random
peptide library of 12 amino acid residues was established based on a fusion to gp Ilof filanentous phage.
Afier 3 rounds of screening with a pool of human HBsAb sera, the positive phages were tested with ELISA
for their reactivity with human HBsAbD sera and wnfirmed by competition experiments by HBsAg. The in-
serted sequence corresponding to the peptides were determined and the similarity between the amino acid
and HBsAg were analyzed. Results Two phagotopes proved to be positive with ELISA and one of them
was confirmed by competition experiments with the similarity of amino acid to HBsAgi3s~146. Conclusion

The findings reveal the potential of random peptide phage libraries for identifying antigen mimotope of
disease-specific antigen with human polyclonal antisera. This approach is available in the recognition of
antigen epitope by human polyclonal antisera.
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