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Construction of recombinant retrovirus vector of chimeric transmembrane form of hu-
man CDSS5 gene

DU Rui-gin BAI Yun, LI Warrling JIANG Man (Institute of Immunology PLA, Third Military Medi cal University, Chongging 400038, China)

Abstract: Objective To construct recombinant retrovirus vector of chimeric transmembrane form of CD55 gene. Methods Two primers Pl

P2 were used to amplify the sequence of extracellular portion of CD55 by PCR. A Sspl site was designed in the P2 to ligate with the Stul site which
was at the 5 end of the sequence of the transmembrane and cytoplasmic domains of MCP, so the transmembrane form of CD55(CD55-TM)gene was
constructed. The chimeric CD55 DNA fragment was cloned into pGEM-T-Easy plasmid and sequenced then the CD556-TM gene was ligated with the
retrovilus vector pLXSN. Results The CD55TM DNA sequence was exactly consistent with our expectation, the open reading frame was right and
no frame shift, gene mutation; and digestion with Hind 1] showed that the gene had inserted into the retrovirus vecior correctly. Conclusion We
chimeric transmembrane form of CD55 gene have acquired its recombinant retovirus vector constructed (CD55 TM-pLXSN), which will be contribute
to the investigation of the signal transduction of GPI form CDS55 as on excellent control and provide a molecular biological basis for the new way for the
gene therapy of PNH.
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