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Construction of a differentially expressed genes subtracted cDNA library of human pri-

mary hepatocellular carcinoma by suppression subtractive hybridization
LI Jing HAN Berli, HUANG Gui-jun, QIAN Gursheng XU Xiao-xia, YANG Tong-han LIANG Pingg CHEN Jie (Department of Hepatohiliary
Surgery, Xinqiao Hospital, Third Military Medical University, Chongging 400037, China)

Abstract. Objective To construct a differentially expressed genes subiracted ¢cDNA library of human primary hepatocellular carcinoma (HCC)
and paracancerous liver tissues. Methods  Recently establishede new technique the suppression subtractive hybridization (SSH), to isolate the
cDNA fragments of differentially expressed genes in HCC tissue and paracancerous liver tissues. Then these cDNA fragments were directly inserted in-
to T/ A cloning vector to set up the subtractive library, amplification of the library was camried out with trandomation of E. coli by high votage elec-
troperforation. One hundred positive bacteria clones were randomly picked and identified by colony PCR method. Results The amplified library
contains more than 3000 positive bacteria clones. Random analysis of 100 clones with colony PCR method showed that 95% dones contained 100 ~
600 bp inserts, these inserts might be the cDNA fragments of differentially expressed genes in HCC tissue. Conclusion A differentially expressed
genes subtracted ¢cDNA library of human HCC and paracancewus liver tissues is constucted successfully with SSH and T/ A cloning techniques. The
libraty is efficient and lays solid foundation for screening and cloning new and specific oncogenes or tumor suppressor genes of HCC.
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