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Cloning and sequencing of rat cbhfal cDNA fragment from dental papilla cell

GUO Hong-yan, WU Buling GUO Ximin, LU Huat xiu, YU Qing (School of Stomatology, Fourth Military Medical University Xi an 710032, China)

Abstract: Objective To clone the complementary ¢DNA fragment of cbfal from dental papilla cell of mt. Methods Total RNA was extract-
ed from primary culture of rat dental papilla cells and subsequently reversely transcripted into ¢cDNA followed by polymerase chain reaction (PCR) to
trap the ¢cDNA fragment of interest. The PCR product of expected size was then inserted into cloning vector pUC19a and transformed into TOP10 host
strains for amplification. Positive recombinant clones were screened out by white-blue selection and restriction analysis for sequencing in PE317-A au-
tomatic DNA sequencer. Results A 691bp ¢DNA fragment was cloned from the total RNA of rat dental papilla cell and proved to be identical to the
nrat cbfal sequence recorded in GenBank. Conclusion Rat cbfal ¢cDNA fragment is successfully cloned from rat dental papilla cells and proues the
expresson of chbfal gene in rat dental papilla cells.
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CCCCCTCCAGCAGCCTGCAGCCCGGCAAGATGAGCGACGTGAGCCCGGIGGTGGCTGCG CAGCAGCAGCAACAGCAG CAGCAG
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2 42 ~634 bp CBFA1cDNA ( pUCI18)
Fig 2 Resuts of chfal ¢cDNA sequencing 42— 634 bp cloned from rat dental papilla cell (clone vector was pUCI8)
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