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Study of molecular models of predicted CTL epitopes derived from the tumor
antigen MAGE-3

JIA Zheng-cai, WU Yu-zhang, WAN Ying C(lnstitute of Immunology PLA, Third Military Medical University, Chongqing 400038 China)

Abstract: Objective To amalyze the binding of CTL epitope candidates to the HLA-A2 molecule
and the possibility of them being HIA-A2-restricted CTL epitopes. Methods The molecular models of
CTL epitope candidates bound to the HLA-A2 molecule and of the HLA-A 2-peptide complex were estab-
lished by computer molecular modeling. Results The three-dimensional configurations of four HIA-A2
binding peptides were compatible with those of HLA-A 2-restricted CTL epilopes and they could bind to
HLA-A2 molecule. Conclusion Tt is suggested that the four peptides may be the CTL epitopes restrict-
ed by HIA-A2 molecule.
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Fig 1 The three dimensional configurations of the
HLA-A2.1 binding peptides
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Fig 2 The configuration of HLA-A2. 1-

MAGE- 31)1 209 Complex
Yellow ribdon: @; and o, domains of HLA-A2. 1 molecule,

molecule in peptide binding groove: MAGE-3x1-m9
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Fig 3 The configuration of HLA-A2. 1-

MAGE- 3271 279 Complex
Yellow ribdon: @; and o, domains of HLA-A2. 1 molecule,

molecule in peptide binding groove: MAGE-3y1-279
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