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Structure and variation of E6 and E7 genes of human papillomavirus type 16 from 1

case of cervical carcinoma in Chongqing
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Abstract: Objective  To study the sequence and variation of the E6 and E7 genes of human papillomavirus 16 type (HPV16) from cervical
carciroma in Chongqging. Methods ~ PCR was used to amplify HPV16 E6 and E7 genes from a sample of cewical carcinoma obtained by biopsy in
Chongqging. E6 and E7 the sequences of genes were analyzed before being inserted into the vector pBKS (4 ) with molecular cloning. Results
HPV16 E6 E7 genes were amplified with PCR and inserted into the vector pBKS(+ ) successfully. Conclusion  The lengths of HPV16 E6 and E7
genes are the same as their counterpaits of standard HPV16. The sequence of E6 gene is identical to the E6 sequence of Gemany strain of HPV 16
but two point mutations were found in E7 gene.
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