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Cloning of human truncated lipopolysaccharide binding protein gene and construction

of its baculovirus expression vector

WANG Xiao-dong, 11U You-sheng ZHANG Jie, GAO Bo, XUE Yamrning (Institute of Pathology, Southwest Hospital Third Military Medi cal Universitys

Chongging 400038 China)

Abstract: Objective To constiuct a baculovimus expression vector of human truncated lipopolysaccharide binding pmtein for further study on

pwotein expression and anti-endotoxin protection. Methods A fragment of 695 bp from the amino-teminal of human LBP ¢cDNA was cloned by using
PCR. Plasnid pFASTBACLLBP and pBacmidtIBP were constucted with Bacto-Bac baculovirus expression system respectively following subclone

screening and sequencing for pGEM-T. The constructed recombinant was then identifed with PCR and agarose gel electrophoresis. Results A 700

dhp gene fragment of tIBP was found and specific transposition and virus recombination were observed in the constucted plasmids. Conclusion

The tLBP gene fragment was cloned and constructed to baculovius expression vectors succcessfully.
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Non-surgical treatment of 17 cases of severe acute pancreatitis
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