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Assessment of optimial clustering algofithm for gene expression data based on conditional

root-mean-square F value
LIU Yueming, YI Dong WANG Wenrchang ZHANG Wei, YAN Jie (Health Statistics Deparment of Third Mi litary Medical University, Chongging, 400038 China)

Abstract: Objective To provide a systematic framevork for assessing the resulis of clistering algorithms for gene expression data via conditional
wot-mean-square (RMS) F value and adjust F value (aF). Methods Paitional (CAST, K-average value and iterative) hierarchical sngle-link, average-
link, and complete-link and random Clustering algorithms were applied on 2 established gene expression data sets Bamnett esophagus and rat CNS data set
respectively. Their F' valies and aF values were calculated and compained. An alorithm was considered mot suitable if its F was consigant with that of
random cdusteing algorithm. Results  This assessments was successfully camied out on the quality of 7 methods. The results of our assessment were iden-
tical to the results based on biological analyses. Conduscion F valuse of RMS is able to quantitatively assess the clugering algorithms for gene expression
data. We found our quantitative measures of cluster quality to be positively correlated with extemal standards of cluster quality.
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