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Expression of p73 gene in esophageal cancer tissues
FENG Bin JIANG Yao-guangg WUANG Ru-wen FAN Shi-zhi Chen Song (Department of Cardiothoraic Surgerys Daping Hospital Third Military Medical U-
niversity, Chongging 400042)

Abstract: Objective To detect situation of p73 genic transcriptional expression and mutation, and to explore the significance of p73 genic tu-
morigenesis or its development in esophageal cancer Methods 'The expression of p73 mRNA and mutation of p73 gene were detected by reverse
transcriptase polymerase chain reaction (RT-PCR) and by single-strand conformation polymomphism (SSCP) in 37 cases of esophageal cancer tissues
para-cancer tissues regional lymphonodi and matched nomal esophageal tissues. The relationship between p73 genic expression or mutation and
dlinical pathologic characteristic of esophageal cancer were analysed. Results Overexpression of p73 mRNA was found in 21/ 37 (51 8%)
esophageal cancer tissues. The positive expression rate of p73 mRNA in the tumor tissues was significantly higher than that in the para-cancer tissues
regional lymphonodi and matched nomal esophageal tissues (P<Z 0. 05). No significant relationship was observed between positive expression of p73
mRNA and differentia grades  clinical pathological classification or pathologic stages in esophageal cancer (P> 0 05). No mutation of p73 gene was
found in esophageal cancer tissues. Conclusion Higher expression rate and level of p73 mRNA and no mutation of p73 gene was found in the
esophageal cancer tissues. The results suggested that overexpression of p73 mRNA and nomal genic type of p73 cannot prevent tumor form tumorige-
nesis or development. p73 gene might not play a major role in suppression of development in esophageal cancer.
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Tab 1 Comparison of p73 mRNA expression in the different

esophageal cancer tissues

Groups Positive(n) Positive rate  Overexpressim (7n)
Esophageal cancer tissues(37) 21 56 8 21
Esophageal adjacent tissues(37) 6 16 2 3
Regional lymphonodi(25) 3 120 0
Matched normml
esophageal tissues(37) 7 189 0

M: Markers; T: Esophageal cancer tissues N: Matcdhed nomal
esophagealtisues; P: Para cancer tissues; L: Matched regional lym-
phonodi 2% gelose electrophoresis
1 RTPCR p73
Fig1 RTPCR analysis of p73 gene expression in different
esophageal cancer tissues
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Fig 2 PCR-SSCP examination of p73 gene mutation in esophageal

cancer tissues
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