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Abstract: Objective To investigate whether tranusion transmitted virus (TTV) transmites through matemalinfant way and through unrine
and study the molecular speciality of TTV DNA in X{ an region. Methods A nested polymerase chain reaction (PCR) assay with 2 pais of primers
complemented to OFRI of TT'V genome was established to detect TTV DNA in urine samples from 16 hepatitis patients whose sera were TI'V DNA
positive and in the serum samples from 52 nomal pregnant women and their children’ s umbilical cords. A target fragment in the agarose was cut
down and the amplified poduct was puiified and sequenced directly, then the data were analyzed with DNAsis program with computer. Results The
16 urine samples were all TTV DNA negative. TTV DNA was detected in 9 pregnant women’ s sera and in their 4 childrer’ s umbilical cord blood.
Two pregnant women and their children were TTV DNA pesitive together. Two children were TTV DNA positive while their mothers were TTV DNA
negative. Seven pregnant women were TTV DNA positive while their children were TTV DNA negative. The partial TTV DNA fragment of 143 bp was
detected. Compared with complete sequence of BDH 1 with DNAsis program, it was found that homology between BDH1 and partial sequence of TT'V
in Xi’ an was 65%. Conclusion TI'V may transmit though placental bamier directly and may not transnit thiough urine. Sequencing results sug-
gest that the new genotype of TTV may exist in X7 an region.
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