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Abstract: Objective To clone human soluble TNF-related apoptosis-inducing ligand (TRAIL) ¢DNA and construct its prokaryotic expresson
veclor to prepate a new type antitumor molecule. Methods The total RNA was extracted from HI-60 cell and ¢DNA was amplified which encoding
human TRAIL 114 to 281 amino acid residues with RT-PCR and ligated with vector pUC19 for sequencing. Then the identified cDNA was ligated with
the new type prokaryotic expresson vector pQE-80L. Results A ¢DNA sequence of 504 bp was obtained with RT-PCR. Sequence analysis indicat-
ed it was completely same as the sequence reported in GenBank. Conclusion This study found a basis for the production of the active soluble
TRAIL for antitumor.
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