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Expression of ubiquitin-activating enzyme E1 gene in human gastric epithelial cells in-
duced by broth culture filtrates of CagA positive Helicobacter pylori

CHEN Jie-ping SHEN Dingming YANG Zhi-bang (Department of Oncology and Hematology, Southwest Hospital, Third Military Medical University,
Chongging 400038 China)

Abstract: Objective To study the mechanism of malignant transformation induced by cagA positive broth culture filrates of Helicobacter pylori
(Hp) on human gastric epithelial cell line GES-1. Methods CagA related-gene was searched with mRNA differential display technique by using
GES-1 cells after they were treated with CagA positive and negative broth culture filtrates of Hp. Results The result of mRNA differential display
showed that there were significant differences in gene expressions between GES-1 cells treated with CagA positive and negative filirates of Hp. One
fragment, PFN1 as named wasonly expressed inthe GES-1 cells with the treatment of CagA positive Hp filtrates. Dot blotting analysis showed sim-
ilar results. With aid of Genbank homology analysis pogram,  the sequence of PFN1 had 99 % homology with the homo sapiens ubi quitin-acti vating
enzyme E1 gene. Conclusion Human ubiquitin-activating enzyme El, a ligase in ubiquitin-proteasomes pathway, may be involved in the malignant
transformation of gastic epithelial cells induced by CagA gene of Hp.
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a: GES'1 cells treated by CagA negative filtrates of Hp; b: GES-1
cells treated by CagA positive filtrates of Hp; M: $x 174/ Haelll DNA
marker; Arrow: PFNI1
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Fig1 mRNA differential display by 10 groups of different primers of
GES-1 cells treated by CagA positive and negative filtrates of Hp
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Line 1: The groups of CagA negative Hp; Line 2: The groups of CagA
positive Hp; Line 3: PFNI

3 PFN1

Fig3 Dot blotting of PFNI
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