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Cloning and sequence analysis of a cysteine protease cDNA fragment from Pagumogo-

nimus skrjabini
WANG Yirg, ZHANG Xi-lin DUAN Jiamhua, XU Wen-yue ( Department of Pathogenic Biologys Third Military Medical University Chongging 400038,
China)

Abstract: Objective To clone the cysteine proteinase ¢cDNA fragment from Pagumogonimus skrjabini metacercarias (PSMCPD), and do the
sequence analysis. Methods The cysteine poteinase cDNA fragment was amplified by using reverse transcription-polymerase chain reaction (RT-
PCR) with degenerate oligonucleotide pimers. The product was TA-cloned into the pUCm-T vector and sequenced. DNASIS program was used to an-
alyze the nucleotide sequence and deduce the amim acid sequence which was aligned with the correlated parasite cysteine proteinase afterwards.
Resufts A 498 bp ¢DNA fragment was amplified with RT— PCR. An amino acid sequence of 166 was deduced by DNASIS. Sequence analysis and
alignment showed significant homologies with the correlated parasite cysteine proteinases and the Cys His and Asn residues that formed catalytic tri-
ad were of high conservaiion. Conclusion The cysteine poteinase ¢cDNA fragment from Pagumogonimus skrjabini metacercana is obtained in
success.
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1 QG Q CGS FWA FS TI GN VEG QW 20

61 TICAAGAAGACGGGGAACCTCATAGTACTTAGTA AACAACAACTACTAGACTGTGACAAA 120
21 FK KT GN LI V L SK Q QL L DC DK 40

121 GIGGATGAAGGITGTAATGGIGGITACCCGATGGACGCTTACAAAGAGCTTCAGCGAATG 180
46 VD EGC N GG YPM DA YK ELQ R M 60

181  GGTGGAGTGGAATCAC AAAGCACTTATCCATACACTGGAAGACAATCGTCACAATGTIGG 240
6l GG VE S QS TY P Y TGR Q SS Q CW 80

241  TTGGACAAAAATCTGTITGTCOC CTACCTGAACGATTCAGTGATGCTTCCCAAAGACGAA - 300
88 LD KNL FVA YL ND SV M LP KDE 100

301  CIGAAACAGGCTGCCTGGCITGCTGATA ATGGICCTCTA AGTGITGCCCTCAATGCTGAC 360
101 LKQ AA WLA D NG PL SV A LN AD 10

361  CAGITACAATTTTACCGGAGAGGTATTAGCCATCCACCAGAATCTCTCIGTCCIGCATCG 420
121 QL QFY RRG I SH PPE S LCPA S 190

421 GGATTAAACCACGCCGITCTGAGTGITGGCTACGGTTCOGAGAATGGGACCCCGTATIGG 480

4 G LN HAV LSV GY GS EN GTP YW 160
481  ATCCTAAAAATAGCTGGA 08
161 Iv X 1T A G 16

The ¢DNA fragment of PsMCP1 is 498 bp in length and there are 166 amino
acids in the deduced amino acid sequence
4 PsMCP1
Fig 4 Nucleotide sequence and deduced amino acid sequence of PsMCP1
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PwACP1: Cysteine proteinase from Paragonimus westermani adul worms(U56865); PwACP1: Cysteine proteinase from Paragoninus wesiermani adult worms
(AF071801); ScCP: Chonorchis sineisis ysteine proteinase (A B020036); Sjl. Schistasoma japonicum cathepsin-L like cysteine proteinase (U38475)
5 (PSMCPD
Fig5 Alinement of the deduced amino acid sequence of cysteine proteinase of PSMCP1 with those of other known cysteine proteinases
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