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Sequence comparison of sucB gene encoding an immunogenic dihydrolipoamide succinyl

transferase of Coxiella burnetii isolates

YU Quan TO Ho, HIRAI Katsuya (Department of Microbiology, Third Military Medi cal University Chongqing 400038, China)

Abstract Objective To explore the chamcters of different isolates of Coxiella burnetii by comparing their sucB gene sequences. Methods
The sucB genes of 16 different Coxiella burnetii isolates were amplified, sequenced and analyzed. Results Only 3 nucleotide mutations were ob-
served in the 1 137 bp DNA sequence of the sucB gene, which leading to 3 differentiations of amino acids. Conclusion The results show that the
sucB is a conserved enzyme gene in Coxiella bunetii. Three genomic groups mughly defined by the 3 nucleotide mutations are related to the plasmid

types of Coxiella bunetii and has litlle association with disease fomms ( acute [chronic) and geographical sources df the imlates.
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Tab 1 Different isolates of Coxiella burnetii

Group Isoate Geogaphical source Diease Origin Plasmid
I Nine Mile Montana, USA - Tick QpH1
Henzerling Northen  Tialy Aaite Human,  blood QpHI1
Bangui Central America Aaite Human, blood — QpHI
Piscilla Montana, USA - Goat, placenta QpRS

Xin Qiao Sichuan China - Tick QpHI1

Qi Yi Sicwan China Chronic gﬁi‘;{ﬁ“&;‘i

IF Mie, Japn - Cow, fetus QpH1

SIT Gifu, Japan - Tick QpH1

606 Shizokas Japan Aaite Human,  blood QpH1

II Li strain Morgolia, China Aarie Hunan blood  QpRS
YH 11 Yunnan, China Aarie Humn bbod  QpRS

YS6 Yunnan, China - Sheep, owgans QpRS

YS8 Yunnan, China - Sheep placenta  QpRS

YS9 Yunnan, China - Sheep placenta  QpRS

ME Masdlle, France Chronic Hunan heart valie QpDV

SQ217 Montana, USA Chronic Human  liver bigpsy NP *

*: NP: Nonplasmid

1.2 PCR 42

Ld DNA.
GenBank sucB PF  PR(
2), ORF 1333 bp DNA ( 45~1
377 bp). , PCR I (
Amersham Phamacia Biotech )

1.3 DNA @ 5

Am ersham cy5.5
SEQ4X 4 . 1333 bp 3
(SF1 ~ SRL, SF2 SR2, SF3 SR3)
ORF 1 181 bp sucB ( 141~ 1 321 bp),
2, 3 PCR ,
3 . DNA .
GENETYX-MAC ( Software Development
)
2 PCR
Tab 2 Oligonucleotide primers and PCR conditions
Prines Nudeotide RsiionG)  Proictp) Condtion@eyces)

;o
sequence(5 >3 ) Denaturation  Anrealing  Fetention

H

45~66
1377~1 3% 133
AGIACCTAGTIGCCTGAATEG “~1e
GTAAICCGCCCTCCITTICCAC 566~54
GAWGTTCATGTCCAGGAAATTG 517~538
AGTGCCAATAGCAATACCGATG M~927
AMGCCICCATGAGCTAGIG  80~901
GAGCIGGATCTTCCAAAAGCIC 1 R21~1 30

Tl %C1 2 Crl2d
Ty 8C15 nCd
Ty @TC1s nCd
Ty »C1s nCd
Cy sC1s nCqf
Ty @C1s nCd
Ty @Ca nCd

o<}

R

IR

99. 6% ~ 100%%
\50F.57T 605
i JYHI1.YS6.YS-8 YS9 ME
99.7%, 686 759
G>A T—>C;SQ217 99. 6%, 686
759 , 736 , 3,

- Henzerling. Bangui. Priscilla. N

3 sucB
Tab 3 Nucleotide variations in sucB sequence of
Coxiella bumefi isol ates

Position in the gene(nt) *
686 736 759
Nine Mile G G T
Henzerling ° ° °

Isolate

Bangui
S0F
57T
605

Priscilla
Qi Yi
Xin Qiao
Li strain

YH-11
YS6
YS8
YS9
ME

217 A A

=
oNoNeolNoNeoNe

(@]

*: Positions according to the sucB gene nt sequence of strain Nine

Mile (GenBank accessionnumber AF070483)
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