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Sequence analysis of com1 gene of Coxiella burnetii Chinese isolates
YU Quan ZHANG Guo-quann FUKUSHI Hideto, YAMAGUCHI Tsuyoshi, HIRAI TO Ho, HIRAI Katsuy a (Department of Mi crobiology, Third Military

Medical University, Chongqing 400038, China)

Abstract: Objective To explore the genetic characteristics of Chinese isolates of Coxiella burnetii by comparing their com1 gene sequences
with those from other isolates. Methods The com1 gene of Coxiella burnetii Chinese isolates were amplified sequenced and analyzed. The results
were compared with the sequence analyses of isolates from other places. Results Three different com 1 sequence groups were identified in 7 Chinese

isolates. Sequence companson indicated that the isolates harboring the QpRS plasmid were defined as a new group and in addition the isolates car-
rying the same plasmid type showed similar cam1 gene sequence. Conclusion The study suggests that the classification of the group based on the
com 1 gene sequence is highly associated with the plasmid type of the isolates however, has little relation with the disease forms and geographical ori-

gins of isolates.
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