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Application of amplified fragment length polymorphism on detecting genomic alteration

of high and low metastatic murine hepatocarcinoma
LIANG Zhiyorg, SHI Jing-quann WEI Hongg WU Feng-chun, ZHANG Shu-hui  (Department of Pathologys Southwestem Hospital Third Military Medical
University, Chongging 400038)

Abstract; Objective To detect the genetic genomic variant in high and low metastatic murine hepatocarcinoma cell lines for finding special
DNA or gene fragment Method Gemmic DNAs from tumor tissue were digested by restriction endonudlease, ligated with specific adapter, and am-
plified by using 25 pais of primers, PCR products were electrophoretically separated in agarose gel and banding profiles were visualized by ethidium
bromide staining differential bands collected were cloned into pUCmr-T vector and squenced Results 21 of the 25 pairs of primers produced ampli-
fication products were monomorphic and the remaining revealed changes when compared AFLP profiles of two cell lines 4 differential DNA bands
were collected and 1 band were successfully cloned and squenced Conclusion  AFLP method may be a better technique for finding difference in
tumor genome, metastatic ability of murine hepatocarcinoma may be associated with genetic genomic instability, the value of the differential band de-
served for fuither studying.
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