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Analysis of up-regulated genes in human umbilical vein endothelial cells stimulated by

lipopolysaccharide

LIANG Zi-wen, YANG Zong-cheng, LUO Xiang-dong (Institute of Burn Research, Southwest Hospitab Third Military Medical University,

Chongging 400038 China)

Abstract: Objective To screen and analyze genes up-regulated in human umbilical vein endothelial cells
(HUVEC) stimulated by lipopolysaccharide (LPS). Methods Suppression subtractive hybridization (SSH) was
performed between the unstimulated HUVEC (driver) and HUVEC stimulated with TPS (tester) to generate subtractive
¢DNA library. The library was screened with colony dot hybridization to further verify the differentially expressed ¢D-
NA clones. Positive clones were sequenced and BLAST analyzed. The 3 novel cDNA sequences were verified by RT-

PCR. Results

Twenty-five up-regulated genes related to inflammation, cellular cytoskeletal rearrangement, cellular

pwoliferation and apoptosis, intercellular message transduction, and 3 new expression sequence tags (EST) were ac-
quired. RT-PCR indicated the expression of the new ESTs only in HUVEC stimulated by IPS. Conclusion SSH is
a powerful technique of high sensitivity for the detection and clone of up-regulated gene expressed in HUVEC stimu-
lated by LPS, which may be helpful to clarify the mechanism of endothelial cells activation stimulated by LPS.
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Tab1 Differentially expressed genes of HUVECs stimulated by LPS
with homology to sequences in the public databases

DNA (p) Accession No. Identified gere Tocation(1i)
813 (372) XMO48417 laminin 1eceptor homolog 243614
SI33 Ga) MI2830 I-8 3556-421
SI38 4&) M3257 VM1 2234-248
ST138(%6) M85400 phosphalipnse A2 mRNA 139-134
ST42 @4m@) MOS0 E =lecin 3305-3678
ST X14678 MCP-1 528864
SI35(2%6) BOOI 34 amexin 1 1057-1332
Sr18 Q71 BOO1 595 actin gamma 1 119-1429
ST48 Q73) M@ 1104 nhosomal protein LA 233468
ST69 Q44) XM 781 caveolae rolein 21204
SI73 @47) XM032117 Fas activated siire fhieonine kinase 411-845
Sr45 @4) 3301 MDM2 gene 421514
SI53 G36) BOOKSS5 G protein alpha stbwnit 1 834110
ST50277) NMO2X%66 nudear localization sequerce e ceptor 137%6-1652
S125 Q73) BCOOBL6 NADH dehydrogenase 32159
Sr64 A7) XMO@S7 ddoketo reduc tase family 1 menber 1 500668
Sr19 @52) NMO14719 KIAAGB potein 358-4060
8127 G91 ABO37715 KIAAR2H potein 4217-484
8130 193) AK@7250 <DNA: FLJ23597 19P-2140
ST58 G&4) XM 2860 Hypothetical puotein FKSG32 825-12A8
ST (5%) NMO14719 KIAAD738 protein 358-4060
SI51 a3D AK@7713 DNA: FLJ14807 16828
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ST40395bp GerBank No. BI850093)
ACAGAGGGTGACTG TCATAGTTAGCTAAGCAACTTCTGATT (CAGACCAGAAAACCTACCACTT
TGGGACAGGTICAAINTAGAATGAAATAGTC AT CITG TAT TTTCTIATGCCTCTICCT TICTCCT
GCATCTCAATGCATGCIG TATTAGGGAAGGACACCTCACCTGCTACAATTTGGCAAATGAGGCA
GGTAG TAACAAANGGGCCTTAACTTGCTITAATTTAAIGCACAGATAGGCAGATGACTAATICT
GTGCAAAGTGIATTTCATAACIGATTTICAGAAGACAAAGATGAATCTGAGICTGIAAGAGTCC
CATGAGATGGATAGGTAAG AG TINATAAAGTTT CTAACIGTAAACAATGCT CITTCATGTIGGTG
AT'IXITT

ST67Q295bp, GeBank No  BIS0M4)
ACAGTTCATTAIATICTICCIGAGAATAATT TXTATCACCCAACAAACTAAAGOG AGGG TXTATTT
TTTCAAAATIAACAGAATGGATGGTG TAMACTGGACATCAAAAGAAAACCAAATTCCIGT TTTGC
TTCATTCT CICCTGGGAAG ACAGATACAAGGAAGGGTTAGTTAACICCAG TGGCIGTAAAATAG
TCAACATG-
GCTTIAATCITTCTTIATAAATTATAIAAAAATGGAAAAAGGGGATGGTTCTGGAACT
TCTCCTCAATG CAGTTTGG AGG TGCT CIGGT

ST78(322bp, GerBank Na  BIS0(B5)
ACTCCAACTAT TCTAAGTGGINTAGGTCGTTACCAGGAGTGTTCAAATAACCACT TAGAGAAACC
ACAGTGCTGCAGTGTTCT CAT CACAAAACACTTTCAAAATT CATTAGAAATGACACAAACATCT
CACCTGGACTAGAGAAAG CACTCACCAAACAAGGCATIACAATGAAGGGGTTAAGTGTTCCCT
GACAAAMCAGACAAGGGGGGAGAGAACCGGGGTGGGAATAACICAGGAGCCAGG CATAGTCA
GAGCCATCTGTAITTACAGTIAGGCCCTAATC ATCTACAG TMACAGG AAGGGAAGGGGTAAGAA
ACGT
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Fig2 Expression of ST40, ST67 and ST78 specific
mRNA in response to LPS stimulation
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