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Effect of different isolations for nucleic acid and protein complex on affinity of enriched

library in SELEX experiment

HU Cheng-xiang, GU Chang-guo, ZHU Xu-dong, Il lei (Research Institute of Field Surgery, Third Military Medical University,
Chongqing 400042, China)

Abstract: Objective To compare the effect of different partition of nucleic acid-potein complex on the affinity
of enriched library in systematic evolution of ligands by exponential enrichment (SELEX). Methods Tvo protocols
were adopted to select the enriched library to transforming growth factor8 receptor II (TGF-8 R1II). Protocol 1: pro-
tein was absorbed on the surface of 96-well plate; then, selection was carried out; the binding nucleotide acids were
eluted fiom the supporter directly. Protocol 2: selection was done in solution; nucleotide acid-protein complex was
captured in nitocellulose membrane; the binding nucleotide acids were obtained from membrane. Filter biding assay
and gel shift assay were peffomed to detect the affinity of the enriched ssDNA libraty from different protocols. Re-
sults After 4 rounds of selection, the affinity to TGF-B RII was obviously improved in the enriched library from
potocol 2 compared with the initial libraty, while no such improvement was found in the enriched libraty from proto-
col 1. Conclusion In the SELEX experiment, the way of selection in solution, then partition of the binding nucle-
otide acids in filter is easier to enrich the binding fragment from initial ssDNA random library, compared with the way
of fixation of target protein to solid supporter; then selection between the solid phase and liquid phase and elution of
the binding nucleotide acids from supporter.
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