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The study of E-cadherin gene abnormality in non-small cell lung cancer
ZHANG Guo-qiao, WANG Zhi—xin, LIU Xin (Department of Oncolagy, Xingiao Hospital, Third Military Medical University, Chongqing

400037 China)

Abstract. Objective To observe the E-cadherin gene abnormality in non-small cell lung cancer (NSCLC).

Methods

E-cadherin gene mutations in exons 6, 7, 8 and 9 in 24 cases of non-small cell lung cancer were studied

by PCR-SSCP and DNA sequence analysis. Results Abnommality of the E-cadherin gene was found in exon 9 by
means of insertion, deletion and mutation in 2 cases. Conclusion Abnormality of F-cadherin gere is present in

NSCLC by means of insertion and deletion in extracelluar matrix. The main cause of the decrease in epithelial adhe-

sion may be resulted from the abnomality gene change of the E-cadherin.
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Fig2 Incase 30, T inserted at codon 50 of E-cadherin Exon 9
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Fig3 In case30, T and C inserted at codons 82 and 89 of
E-cadherin Exon 9 respectively

fl J/I‘ H ’1, |

70

4 E cadherin Exon 9 31 17 G
Fig4 1In case 31, G deleted at codon 171 of E-cadherin Exon 9
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Fig5S 1In case 31. G deleted at codon 190 of E-cadherin Exon 9
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