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Effect of blood-feeding and plasmodium yoelii infection on the transcript abundance of

ribosomal protein S7 from Anopheles dirus hemocyte
ZHANG Jing-u, XU Wenryue, HUANG Fu-sheng, DUAN Jian-hua (Department of Pathogenic Biology, Third Military Medical Univer-

sity, Chongqing 400038 China)

Abstract: Objective To obsewe the effect of blood-feeding and plasnodium yoelii infection on the transcript
abundance of ribosomal protein S7 from Anopheles dirus hemocyte. Methods — Anopheles dirus of 3 ~5 days old were
divided into normal group (N), blood-feeding group(B) and Plasmodium yoelii infection group (I). Hemocytes of 50
Anopheles dirus fom each group were collected by centrifuge method on days 1, 2, 3, 4, 7 and 11 after blood-feed-
ing, respectively. Then, all hemocyte samples were used for total RNA isolation and analyzed by RI'-PCR. Finally,
the same volume (10 1) of all the PCR pwducts from each group was used for agawse gel electrophoresis and the data
obtained wer analyzed statistically. Results There was mo significant difference in ribosomal protein S7 signal be-
tween the three groups. Conclusion  Similar to Anogpheles gambiae and human 1pS7, Ancgpheles dirus rpS7 might be
also used as an internal control for the studies of the role of Angpheles dirus related immune factors in attacking Plas-

modium infection.
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