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Cloning, sequencing and positioning of the encoding gene of TEM-1 [-lactamase in

Klebsiela pneumoniae

7ZHU Wei-min, CHEN Yong-chuan, QIAN Yuan-shu, WANG Yu-ming (Research Institute of Infectious Diseases Southwest Hospital
Third Military Medical University, Chongging 400038 China)

Abstract; Objective To analyse the encoding gene of B-lactamase of the clinically isolated Klehsiela pneumon -
iae 99-799 and to identify its subtype. Methods The gene of B-lactamase derived from a stain of Klehsiela pneu-
moniae 99-799 named as was amplified by PCR. The purified PCR product was cloned into pUCm-T vector and se-
quenced by Sanger s dideoxy chain termination composition method. Results The encoded gene of the bacterium
was identified as TEM by PCR. It had the same sequence as the gene encoding TEM-1 and positioned at the 150 bp
and 80 bp plasmids. Conclusion The TEM-1[-lactamase exists in Chongqing area.
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13 , TEM-1 1151
Query: 3 tcgaactggatctcaacageggtaagatccecttgagagttttecgeccegaagaacgtttte 62
Frrrerrrrrrrrrre e et et e e e e e b
Shbjet: 1223 tcgaactggatctcaa gcggtaagatccttgagagttttegececegaagaacgtttte 1282
Query: 63 caatgatgagcacttttaaagttetgetatgtggtgeggtattatceccegtgttgacgeceg 122
CEErrrrrrrrrrrrr e ettt e e
Shbjet: 1283 caatgatgagcacttttaaagttect atgtggtgeggtattatccegtgttgacgecg 1342
Query: 123 ggcaagagcaactcggtcecgecegeat ctattctcagaatgacttggttgagtactcac 182
Frrrerrrrrrrrrre e et et e e e e e b
Shbjet: 1343 ggcaagagcaactcgg gccgcatacactattctcagaatgacttggttgagtactcac 1402
Query: 183 cagtcacagaaaagca ttacggatggecatgacagtaagagaattatgcagtgetgeca 242
CEErrrrrrrrrrrrr e ettt e e
Sbjet: 1403 cagtcacagaaaagcatcttacggatggcatgacagtaagagaattatgcagtgectgeca l462
Query: 243 taaccatgagtgataacactgctgeccaacttacttctgacaacgatcggaggaccgaagg 302
Frrrerrrrrrerrre e ettt e e e e e b
Sbject: 1463 taaccatgagtgataacactgctgeccaacttacttcectgacaacgatcecggaggaccgaagg 1522
Query: 303 agctaaccgettttttgecacaacatgggggatcatgtaactegecettgategttgggaac 362
Lerrerrrerrerrre e et e e e e e e e
Shbjet: 1523 agctaaccgettttttgecacaacatgggggatcatgtaactegecettgategttgggaac 1582
Query: 363 cggagectgaatgaagceccataccaaacgacgagcegltgacaccacgatgectgcagcecaatgg 422
Frrrerrrrrrerrre e ettt e e e e e b
Sbject: 1583 cggagectgaatgaageccataccaaacgacgagcegtgacaccacgatgectgecagcecaatgg 1642
Query: 423 caacaacgttgecgcaaactattaactggegaactacttactcectagettcceceggecaacaat 482
Lerrerrrerrerrre e et e e e e e e e
Shbjet: 1643 caacaacgttgegcaaactattaactggegaactacttactcectagettcceceggecaacaat 1702
Query: 483 taatagactggatggaggceggataaagttgecaggaccacttcectgegeteggeccttecegg 542
Frrrerrrrrrerrre e ettt e e e e e b
bjct: 1703 taatagactggatggaggeggataaagttgcaggaccacttetgegeteggecetteegg 1762
Query: 543 ctggetggtttattgetgataaatetggagececggtgagegtgggtetegeggtatecattg 602
Lerrerrrerrerrre e et e e e e e e e
Sbjet: 1763 ctggetggtttattge ataaatctggagececggtgagegtgggtetegeggtatcattg 1822
Query: 603 cagcactggggecagatggtaagecceteccegtategtagttatetacacgacggggagte 662
Frrrrrrrrrrerrre e ettt e e e e e e
Sbject: 1823 cagcactggggecagatggtaageecctcececegtategtagttatectacacgacggggagte 1882
Query: 663 aggcaactatggatgaa 679
FEETEEE e
Sbject: 1883 aggcaactatggatgaa 1899
2 9979 TEM
Fig 2 Homogenous analysis of TEM gene sequence from K. pneumoniae 9979 Query: blayy gene of K. pneumoniae 99-799; Shjct: blagpy, gene
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Applications of rapid deep venous intubation during traumatic shock
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