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DNA fingerprinting analysis of Guangxi Bama and Guizhou miniature pigs

CHEN Bing-bo, WANG Chuan-guang, ZHOU Jian-hua, WEI Hong, WANG Ai-de, GAN Shi-xiang (Laboratory Animal Center
Third Military Medical University, Chongdqing 400038 China)

Abstract. Objective To study the genetic background of the two strains of miniature pigs by DNA fingerprint-
ing. Methods Clear and highly polymorphic DNA fingerprints from Guangxi Bama and Guizhou miniature pigs were
obtained by Southern hybridization with a non-isotopically HRP (Horseradish peroxidase)-labelled multiloci minisatel-
lite probe JL—02. Results The DNA fingerprint bands above 2kb digested with endonucleases Hinf'1 and Hae 111
for Guangxi Bama miniature pigs were 11. 7 and 24. 5, respectively, whereas the same indices for Guizhou miniature
pigs were 15.8 and 17. 6, respectively. The similarity wefficients of DNA fingerprints of various individuals of
Guangxi Bama miniature pigs digested with endonucleases Hinf 1 and Hae Il were 0. 54 +0.07 and 0. 55 +-0. 08,
respectively, whereas the same indices were 0. 53 0. 04 and 0. 53 ==0. 07 for Guizhou miniature pigs. Conclusion

The probe is available for DNA fingerprinting to the two kinds of miniature pigs. Various endonucleases can pro-
duce various DNA fingerprint bands, but the analytical results of similarity coefficients are identical, suggesting that
the two kinds of miniature pigs meet the requirements of closed colony.
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