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Linkage disequilibrium of microsatellite markers on chromosome 6 and its relationship

with asthma
GUI Qin, QIAN Gui-sheng, HUANG Gui-jun (lnstitute of Respiratory Diseases Xingao Hospital, Third Military Medical University,
Chongging 400037, China)

Abstract: Objective To explore the relationship between the microsatellite markers on chromosome 6 and the
pherotypes of atopy. Methods Sixteen micwsatellite markers on chromosome 6 were evaluated in 20 affected-sib-
pair and trios families. Linkage disequilibrium analysis was conducted according to asthmatic phenotypes (total IgF,
skin prick test, bronchial hyper-responsiveness and eosinophil) by ETDT software system. Results Significant P
value( P<< 0. 05) was only found in skin prick test with the locus of D&31610. Conclusion The area around
D65S1610 in short arm of chromosome 6 may contain susceptibility gene of atopy.
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Emergent treatment of acute poisonous patients by tetramine: a report of 34 cases
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