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A study of the expression profile of the new gene RS1 in radiation-injured mouse tissues

WANG Feng-chao, GAO Jing-sheng, SU Yong-ping, WANG Jun-ping, YAN Guo-he, LIU Xiao-hong, ZHANG Bo (Research
Institute of Combined Injury, Third Military Medical University, Chongging 400038 China)

Abstract: Objective To explore the expression profile of RS1 in different radiation-injured mouse tissues for
the purpose of providing basis for the studies of full length ¢cDNA cloning and functions of RS1. Methods The ex-
pressions of RS1 in the intestinal epithelium, liver, kidney and spleen of the mouse exposed to Yray were determined

by semi-quantitative reverse transcription-polymerase chain reaction (RT-PCR). In situ hybridization was employed

to examine the expressions of RS1 in the liver; kidrey and spleen of radiation-injured mice. Results Expression of

RS1 was found in the intestinal epithelium. But there was higher expression in the liver, kidney and spleen of the ra-
diation-injured mice. Conclusion The expression profile of RS1 is wide in mouse tissues. The total RNA extracted

from the kidney and liver is the optimal sample applied to clone the full length ¢cDNA of RS1.

Key words: RS1 gene; tissue expression profile

DD-RTPCR. (RDA).
(SSH)
EST (Expressed seqence tags, EST) '
’ [34]
12 Gy ¥
EST Rs1', RS1 cDNA
, RT-PCR
RS1
1
1.1 A 3 5 FaBpt
15 . 20~25¢g O car
(39970232, 30230360)
(1977— ),

: (023) 68752355
Email; wangfengchao @yahoo. com. cn
: (023)68752009, E-mail: suyping @yaha . can

+2003:02-17; : 2003-05-02

12 Gy L5m 20 Gyl
min 3h ’ Evans 9
1.2 % RNA 693 B 5 2
Tripure s
RNA,
1% RNA

1.3 %% F4= PCR 420

1g  RAN , 2011 4 C
2h cDNA . 11 PCR .

RS1
RS1 s Takara

Pl Sense: 5'—TTC CCT TCT TCC CTA CCA GTA GGT ATC C-3
P2 Antisense: 5'—GGA AGG AAT AGG TGG GAG CAG TCG-3

;94 C 2 min 94 C 40 s64 C
40572 C 1 min 30 72 °C 10
min P1P2 290 bp
1.4 TA %%l 5
PCR T ( promega PGMT-easy system

) 9 ’



1630 25

P1.P2  PCR s Takara . 239 bp , Tak ara
1.5 cDNA #F4H4] & , RSI
RS1 s BLAST s RS1
PCR , 400 bp ) )
100 ngfl,

1.6 JRdsZe s A

NN 10 Mm, . Triton
X-100 K . , ssc o,
4 C 0.5h, 4 C 24 by Anti- Dig- AP
¢ 13500 »37°C 3h. NBT/BCIP .
. ,DPX

M: DL2000 marker; 1: RSI1 plasmid; 2: Spleen; 3: Kidney; 4:

S5 RNA 5 % S 5
2.1 i RNA %% 55 28R Liver, 5, 6: Intedinal epithelium

Asw 50 L 8. 1% 1 RT-PCR RS1L
, 28.18.5s 3
mRNA, RNA . . Fg1 Expresson of RS1 in different tissues iden tified by the

2.2 1‘21?4‘;- i PCR & semi-quan titative RT- PCR

NEEN RNA IES S

RS oL P R 2.4 M EFE RAZFREER
T ’ RS1 cDNA
GAPDH . RS1
. 1. ’

2.3 TA #1%89 % 2 Faill] 545 %
, , P1.P2  PCR. 2.

357

Seap} o

A: Liver(Contiol group); B: Liver(RSI group); C: Spleen(Control group); D: Spleen( RS1 group); E: Kidney (Contiol group); F: Kidney (RS1 group)
2 RS1 (X 2000
Fig2 Results of RS1 expression in different tissues by in situ hybridization (<200

5 EST RS1, Gene Bank
o RACE (¢DNA )7
mRNA , . RT—PCR

L . . L ) RS1 , .
?1994-2016 China Academic Journal Elecfronic Publishing House. All rights reserved.  http://www.cnki.net



18 .. RS1 1631

RNAase , . ,
RNA , cDNA RS1
, . RS1 s EST

[1] Chakmabarti R, Robles L D, Gibson J, ef al. Profiling of differential ex-
pression of messenger RNA in nomal, benign, and metastatic prosate cell
A ? ’ lineg J] . Cancer Genet Cytogenet, 2002, 139(2). 115— 125.
N ° [2] Diachenko L, Lukyanov S, Lau Y F, et al. Suppression subtractive hy-
RACE . RNA bridizatiors a versatile method for identifying differentially expressed genes
mRNA [J] . Methods Emzymol, 1999, 303:349— 3&0.
[3] MillaM A, Butlr E, Huete A R @ al. Expressed sequence tag-based
DNA ’ RACE ’ gene expression analysis under aluminum stress in 1ye. Plant Physiol 2002,
. ; » RSl 130(4); 1706—1716.
c¢DNA 3 B [4] Wisow G, Bemstein S L, RayS, Expressed sequence tag amalysis of adult
, RT— human irisfor the NEI[Bank Project: steroid-response factors and simi larities

PCR RS1

PCR. . Northern with retinal pigment epithelum[ J]. Mol Vis, 2002 15(8); 18— 195.
[3] , , s .
° ) ) (8-10 [J. » 1999, 21(6):387— 1&9.
Clontech Mlﬂuple Tissue Northemn Blots [6] Evans E M, Wrgglesworth ] M, Buwdett K» ef al. Swudies on epithelial
R celk isolated from guinea pig small intesting J] . J Cell Biok 1971, 51(2):
452.
[7) s s . EST dDNA-RACE
[J]. 2002, 3(22): 294—297.
Tetsuya Okuda Satoka Mita Shinobu Yamauchi et al. Molecular con-
’ ing, expression, and diranosomal mapping of human condmitin 4- sulfo-

o
-
2

. . transferase, whose expresson pattem in human tissues is different from that
RNAi A , of chondwitin 6-Sulfotransferasq J| . Biochem, 2000 128 763—770.
[9] Tapan K. Maitra B R, lavaone C, ef al. PATE, a gene expressed in
prostate cancers normal prostate, and testis identified by a functional
N N genomic approach Proc[ J] . Natl Acad Sci USA, 2002 99(5): 3058 —
’ o 3063.
[10] Orti R, Rachidi M, Vialad F, ef al. Characterization of a novel gene,
DNA C2lorf6, mapping to a critical region of chromosane 21g22. 1 involved in
the monosomy 2Iphenotype and of its murine orthobgorf5[ J] s Genomics
2000, 64(2):203— 210.
’ > > ° [11] . [M]. : , 1998. 153
’ —1717.

»RS1 C7E I S-S

( ° »

CFEEX X#H )N FVE TAMTENENEF XH AP Z S 7 T 192 4, 55K RK 2 ERHE
Hhe BT ittt =% X,

AF B FENEFL 20 45 XEXAXH REAZLERFA. B ZHERI LR F4AWE £
MEGIffEE RG], BILBFRAZEE BILH*RZ 2%, BAEAER, b 27BN HEE, RILRER. HF.
Rt T £ 04 4. + EF AT 5 BSN-1001—1358, H W4 —F| 5. (N21-1160 R, & 5% % 17. +1E B i7E 4
R %\, o8& RS 6787BM. WA T, A 16 FTK, 64 T, #46.30 7T, A4 M 37.8 . HIA K F8162. £ FH
& H il B 2 FAT B, R 53 T AT,

Huhk . ore F KA K Ak 2 5P B E 5 A LA A B AL AR Pl R4k - 110101

LT - (024)89800910, 89800434 £ ¥ (024)89800920 Rik: Fkxbiblin @ahoo. com. cn



