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Synthesis of manganese porphyrin-TFO-acridine
GUANG Lixia, YUAN Fa-huan, JIANG Zhong-xing, WANG Sheng-¢is ZHAO Cong-min, LIU Li, WEN En-yi, XIMin, Al
You-ping, GUAN Wei (Depattment of Pediatrics Xinqiao Hospital. Third Military Medical University, Chongqing 400037, China)

Abstract: Objective  To synthesize manganese porphyrin-triple-helix-foming oligonucleotide-acridine com-
pound. Methods TFO containing 7—deaza—2/-deoxyxanﬂlosine was synthesized with special oxidizing agent. Acri-
dine and amino-modifier C6 were bound to the 3" end and the 5" end of the oligonucleotide, respectively. After met-
allation and esterification of meso-tetrakis(4-carbocyphenyl), itwas bound to the 5" end of the previously described
oligonucleotide. The reaction product was separated and purified by thin layer chromatography (TL.C), and then iden-
tified by mass spectiography and uliraviolet absorption spectrometry. Results Thin layer chromatography showed
that there was a yellow acridine oligonucleotide band before the control oligonucleotide. Ultraviolet absorption spec-
trum analysis revealed that the manganese porphyrin-triple-helix-forming oligonucleotide-acridine compound possessed
both characteristic absorption peaks of oligonucleotide at wavelength 260 nm and manganese porphyrin at wavelength
468 nm. Mass spectrogran confirmed that the practically detected molecular weight of the observed mass of TFO deri-
vative was the same as the theoretical value. Conclusion Manganese porphyrin-triple-helix-forming oligonucleotide-
acridine compound is synthesized successfully.
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TFOO 5-AGA GGA GGG GGC CGA GGA GGG-3'

TFOI  5'-Amino C6-AGA GGA GGG GGC CGA GGA GGG-Acridine-3'
TFO2  5'-Amino C6-XGX GGX GGG GGC CGX GGX GGG-Acridine-3'

TFO3 5 -Murpophyrir C6-AGA GGA GGG GGC CGA GGA GGG-A cridine-3
TFO4 5’ -Murpophyrir C6-XGX GGX GGG GGC CGX GGX GGG-A cridine-3'

X: 7-deaza-2-deoxyxanthylate Amino C6: 5'-aminomodifier C6& Mun-por-
phyrin: manganese porphyrin; A cridine: acridine
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Fig 2 The mass spectrogram of TFO3
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