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Identification of ERR 1-interacting proteins by yeast two-hybrid screening
LI Yu-pings CHEN Min, CHEN Bin, CHEN Jian, LI Qiang, ZHOU Du-jin (Department of Biochemistry and Molecular Biolagy,

Third Military Medical University, Chongging 400038 China)

Abstract: Objective To understand the wle and the regulatory mechanism of hERRa 1 in breast cancer devel-
opment by means of cloning the genes which encode the hERRal-interacting poteins by screening a mammary gland
¢DNA expression libraty using yeast two-hybrid approach. Methods hERRx1 BD was used as the bait to screen a
human mammaiy gland ¢cDNA expression library by yeast wo-hybrid approach. Results A total of 17 positive clones

were obtained and analyzed. Except 3 known nuclear receptor coregulators, the rest were known proteins and 3 of

them interacted with hERRal strongly. Conclusion Nuclear receptor wregulators SRC-1, RIP140, TRIP and some

known proteins can interact with orphan nuclear receptor hERRal in human mammary gland tissue.
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Tab 1 Results of yeast two-hybrid and sequence analysis
No. Cone nmbar~ HiSacivity  B-gal activily Sequence No. Clone number ~ HIS acivity ~ B-gal activity Sequence
1 EI-3 + + SRC-1 13~ El4-1 + + P2
2 E2-2 + - - 14" E153 + + P3
3 E2-5 + + SRC-1 15 E17-2 + + P4
47 E4-1 + + RIP- 140 16 E17-3 + - -
5 ES-1 + + P1 17 E18-1 + + RIP-140
6" E9-3 + + P2 18 E18-2 + - -
7* E10-2 + + P2 19 E18-3 + - -
8" El1-3 + + TRIP-1 20" E20-5 + + P2
9 Ell-4 + - - 21 E21-3 + - -
10" E121 1 \ P2 n* E21-10 1 \ P5
11° El31 1 \ P2 23 E22-5 1 \ P6
12 E13-2 + - - 24 E23-2 + + P2
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