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The in vitro effects of hERR1 on the growth activity of breast cancer cell strain and ER

transactivation function
CHEN Jian, CHEN Min, CHEN Bin, ZHOU Chang-bao, LI Yu-ping, PENG Jia-he, LI Rongfen, ZHONG Xiao-lin, ZHOU
Du-jin (Department of Biochemistty and Molecular Biology. Third Military Medical University, Chongqing 400038 China)

Abstract: Objective To establish a cell line which can stably overexpress hERR1 and to observe the effects of
hERR1 overexpression on breast cancer cells. Methods An eukayotic expression plasmid for hRERR1, used for the
infection of MCF-7 breast cancer cell line, was constructed by PCR. Cell line that expresses hERR1 stably was
screened with G418. The growth rate of hERRI trarsfected breast cancer cells was detemined by MTT. Co-transfec-
tion and CAT analysis were employed to examine the effects of hERR1 overexpression on ER transactivation function.
Results The constructed cell strain could stably overexpress hERR1. MCF-7 cells transfected with hERR1 grew sl-
ower than those without being transfected. hERR1 reduced ER trarsactivation activity in the transient transfection as-
say in a dose-dependent manner. Conclusion Overexpression of hERR1 may inhibit the growth rate of ER positive
MCF-7 cells by means of competing with ER for binding ERE and hence inhibit the transactivition function of ER
n vitro.
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