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Demethylation of progesterone receptor in leukemia cell line induced by DNMT1 anti-

sense oligonucleotide wrapped in liposome

ZHANG Xiao-bing, LIU Ze-jun (Department of Laboratory Medicines Southwest Hospitak Third Military Medical University, Chongging

400038 China)

Abstract: Objective To investigate the effects of the transfection of DNMT1 antiserse oligonucleotide wrapped
in liposome on the promotor methylation and expression of progesterone receptor in leukemia cell lines so as to find a
new pathway of methylation for gene therapy. Methods Ariificially synthesized DNMT1 antisense oligonucleotide
MG 88 wrapped in liposome was transfected into the leukemia cell line. Changes of DNMT1 &PRB mRNA were de-
tected by RT-PCR, and the changes of the methylation status of PRA  &PRB were analyzed by MSP. Results After
transfection of leukemia cell line with MG88, DNMTI1 mRNA decreased significantly. PRA &PRB promotors were
demethylated, and the expressions of PRB mRNA increased significantly. Conclusion MG88 can induce the dem-
ethylation of PR promoters in leukemia cell line, resulting in the increase of PRB mRNA expression. So MG 88 can be

used in the experimental study of DNA methylation for gene therapy .
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Fig 2 Methylation status of PRA before and after transfection of
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Fig 3 Methylation status of PRB before and after transfection of
leukemia cell line with MG88 and MG208
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