DOT :10. 160167j. 1000 ~5404. 2003. 4. (D1
25 24 Vol. 25 No. 24

2003 12 ACTA ACADEMIAE MEDICINAE MILITARIS TERTIAE Dec. 2003 2157

i, 1000-5404 (2008) 24-2157-04

Y IEC-6
= ok BACE, XE P, 28R LRIL, TEM, A RE (
, 400038)
: B Y (IBC-6) . ik IEG-6
25 Gy , pH , PDQuest
, . (MAIDFTOF-MS)
, , RT-PCR . gR
IEC-6 (608 139) , (595 43D ,
396 16 ,
. RT-PCR ERP29 g5 IEG6
. R394.3; Q345 LA

Differential proteomic analysis of intestinal epithelium cell line before and after irradi-

ation by gamma-ray
ZHANG Bo, SU Yong-ping, Al Guo-ping, LIU Xiao-hong, WEI Yong-jiang, WANG Feng-chao, CHENG Tian-min (Research
Institute of Combined Injuty of PLA, College of Preventive Medicine, Third Military Medical University, Chongqing 400038, China)

Abstract: Objective To identify the poteins associated with ionizing irradiation of intestinal epithelium cell
line (TEC-6), and to elucidate the molecular mechanism of reconstruction of intestinal epithelium damaged by ion-
izing irradiation. Methods Protein samples exiracted from nomal TEC-6 cells and ICE-6 cells irradiated by Y-ray at
the dose of 25 Gy were separated by immobilized pH gradient two-dimensional (2-D) gel electrophotesis. After Coom-
asie blue staining, the 2-D electrophoretogram was analyzed using PDQuest software. The differential poteins were
cut off fiom the Coomasie-blue stained gel and digested in gel with trypsin, and then identified by peptide mass fin-
gerprinting based on matrix-assisted laser desorption ionization time of flight mass spectrometry (MALDI-TOF-MS )
and database searching. Total RNA of IEC-6 cells was isolated and RT-PCR analysis was performed using primers of
ERP29 and GAPDH. Results After Coomasie blue staining, the 2-DE image analysis by PDQuest software detected
(608 39) spots in nomal TEC-6 cell sample and (595=31) spots in irradiated cells, of which 396 spots were
matched. Sixteen differential spots were cut off fom the Coomasie blue stained gel, and 11 spots were preliminarily
identified. These proteins were associated with cell metabolism, cytoskeleton, and free radical elimination, efc. lon-
izing radiation induced mRNA of ERP29 in a time-dependent manner over a 48-h period. Conclusion 7Y-ray irradi-
ation can induce changes of the protein expression pattern of intestinal epithelium cell line. This helps to understand
the molecular mechanisms of ionizing radiation on intestinal epithelium cells.
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Fig1 Two dimensional electrophoretic maps of intestinal epithelial cell line IEC-6 (A) and irradiated IEC-6 cells ( B)
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A: Electiophoretic map; 1: Marker, 2 Nomal IEG-6; 3: IEG6 (25 Gy, 6h); 4 IEG6 (25Gy, 12h); 5 IEG-6 (25Gy, 24 h); 6 IEG6
(25 Gy, 48 h); B: Images guantitatively processed by Quantity One program
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Fig 3 Analysis of ERP29 mRNA of ICE-6 cells (RT- PCR)
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