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Abstract: Objective To study the relationship between GSTM1 and lor GSTT1 polymorphisms and colorectal
cancer susceptibility. Methods Multiplex PCR was used to analyze the polymorphisms of GSTTI and GSTM1 geno-
types in 82 cases and 82 controls. Results The frequency of the null GSTM 1 genotype in patients showed a statisti-
cally significant increase as compared to that in the controls (P<0.01, OR=2.464, 95% CI=1.311—4.633).
Significant difference in the frequency of mull genotypes of both GSTM1 and GSTT1 was found between the cases and
the controls (OR =2.476, 95 % CI=1.046—5.861). Condusion GSIM1 null genotype may he a genetic sus-
ceptibility factor for colorectal cancer. Individuals with only GSTT1 null genotypes are not associated with colorectal
cancer, but those with both GSTT1 and GSTM 1 null gerotypes may be associated with an increased susceptibility to
colorectal cancer.
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Tab 1 Primer sequence and amplification fragment length used in
the PCR reactions

Sequence Lengh

5-TCT CCT TAC TGG TCC TCA CAT CTC-3'

Polymorphic gene
GSIT1 Sense

/ , 480 bp
Antisense  5-TCA QCG GAT CAT GGC CAG CA-3
GSMM1 Sense  5-GAA CIC CCT GAA AAG CTA AAG -3’
Antisense  5-GIT GGG CTC AAA TAT AGG GIG G-3' 23t
B-GLABIN Sense 5~ CAA CIT CAT CCA CGT TCA CC3'
Antisense  5-GAA GAG CCA AGG ACA GGT AC-3' 208 b
PCR :95 C 5 min ; 36 : 94 C 60
$58 C60s72 C60s72°C 5 min, PCR PE 9600
PCR . 10M1PCR 2% 5 v/
em EB: 250 ng mD), .
1. DNA PCR 215 bp 480 bp
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Tab2 Comparison of GSTT1 and GSTM1 genotypes among colorectal
cancer affected and control population

Genotype Case( ) Control( %) OR 95% CI P
GSIMI(—)  46(56.0%) 28(34.1%) 2464  1.311~4.633 P<0.01
GSIMI(+)  36(44.0%)  54(65.9%)

GSITI(—)  41(50.0%) 40(48.9%) 1.050  0.569~1.937 P>0.05

GSITICH)  41(50.0%)  42(51. 1%)
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Tab3 The analyses of GSTTI and GSTM1 combinations among
colorectal cancer affected and control populations

Genolype Case(%)  Controk %9) OR 95%Cl P
GSIMI(-H)GSTTI(+) 2AQ5.6%) 28(34.1%) 1.0

GSIMI(—)GSITI(H) DQA4Y)  14(17.1%) 1.905 0.785~4.6% >>0.05
GSIMI(-H)GSITI(—) 1518.3%)  26(3L.7%)  0.769 0.328~1.801 >0.05

GSIMI(— ) GSTTI(—) 3G1L.7%  1417.1%) 2.476 1.046~5.861 <<0.05
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Determination of cell cycle and apoptosis of rat pulmonary arterial smooth muscle cells

in hypoxia by flow cytometry
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