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Cloning and identification of a splicing variant of EOLA1 gene
SU Yong-yue, QI Jie, LUO Xiang-dong, JIA Si-yuan, LIANG Guang-ping, CHEN Yu, LIU Yueming (Institute of Burn Re-
search, Soutlwest Hospital, Third Military Medical Universty, Chongging 400038, China)

Abstract: Objective To clone and sequence endothelial overexpression lipopolysaccharide associated factor 1
(EOLA1) gene of ECV304 cell line and to detect its mRNA expression. Methods FOLA1 gene fragment amplified
by RT-PCR was ligated to recombinant T vector for sequencing. Results A novel mRNA splicing variant of EOIA 1
was identified with 19 redundant base pairs at the beginning of the 3rd exon of the target sequence published in Gene-
bank. RT-PCR showed that the splicing variant was quite different from the wild type in expression of mRNA and re-
activity to IPS. Conclusion A novel mRNA splicing variant of EOLA1 gene has been identified, but its biological

function is unclear.
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Fig 1 Identification of the positive recombinant plasmid digested
by EcoRI

Consensus CAGGACCCATGCTGCGGGAGOCTGTGTGCTCAGCCTTCTAGGGCCAGGTAAAGAAGC 342
I'soform 1 CAGGACCCATGCTGCGGGAGCCTGTGTGCTCAGCCTTCTAGGGCCAGGTAAAGAAGC 342
I'soform 2 CAGGACCCATGCTGCGGGAGCCTGTGTGCTCAGCCTTCTAGGGCCAGGTAAAGAAGC 342

Consensus TAAGTGGAAGAGTGTTTCCTCCTCTGGCCGTAAAGCAG — 399
I'soform 1 TAAGTGGAAGAGTGTTTCCTCCTCTGGCCGTAAAGCAGGTACTCTCTGCAGCACCAG 399
Isoform 2 TAAGTGGAAGAGTGTTTCCTCCTCTGGCCGTAAAGCAG 380

Consensus CTGTCCCCGCCCTACTCCGGACCGCCCCAAAGACTCCATGGGATGGACCTGAGTCAG 456
I'soform 1l CTGTCCCCGCCCTACTCCGGACCGCCCCAAAGACTCCATGGGATGGACCTGAGTCAG 456
Isoform2 CTGTCCCCGCCCTACTCCGGACCGCCCCAAAGACTCCATGGGATGGACCTGAGTCAG 437

(The shadowed part shows the difference of the two splicing variants)

2 GeneTool

Fig 2 Part of multi-align results of the two splicing variants by GeneTool software
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M: DL2000 DNA marker; 1, 3 and 5: LPS stimulated group; 2, 4 and 6:
Non-stinukted group; 1, 2: House keeping gene GAPDH; 3 4. Splicing
variant 2 of target gene; 5, 6: Splincing variant 1 of target gene
3 mRNA ECV3M4
Fig3 Expressions of the two splicing variants of the target mRNA
in ECV304 cell line
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