DOT :10. 160167j. 1000 ~5404. 2004. O4. (B1
26 4

2004 2 ACTA ACADEMIAE MEDICINAE MILITARIS

356

Vol. 26 No. 4

TERTIAE Feb. 2004

I E G5 1000-5404(2004)04-0356-03

Molecular mechanisms of the changes of host specificity of bacteriophage
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