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Enhanced transcript abundance of AdsP1 and AdsP3 from Anopheles dirus haemocytes

after Plasmodium yoelii infection
XU Wen-yue, HUANG Fu-sheng, XIA Li-sha, DUAN Jian-hua (Department of Pathogenic Biology. College of Medicine, Third Military
Medical University, Chongqing 400038, China)

Abstract: Objective To investigate the expression patterns of serine proteases Adspl and Adsp3 in the main
tissue of Angpheles dirus and the effects of blood-feeding and Plasmodium infection on the transcript abundance of
Adspl and Adsp3 from Angpheles dirus haemocytes. Methods Haemocytes were collected by centrifugation. The
midguts and salivary glands were dissected from 50 adult female Anopheles dirus of 3—5 d old for the extraction of to-
tal RNA for amplification by RT-PCR. Angpheles dirus of 3—5 d old were divided into normal group (N), blood-
feeding group (B), and Plasmodium yoelii infection group (I). Haemocytes of 50 adult female Anopheles dirus from
each goup after blood-feeding were also collected, and the total RNA was isolated at 1, 2, 3, 4, 7, and 11 d, re-
spectively. Then, the same volume (10 1) of total RNA was analyzed by semi-quantitative RT-PCR with Ads7 as the
internal control. Agawse gel analysis was perfomed on PCR pwoducts from each gioup. Results  Expression of both
Adsp1 and Adsp3 mRNA was found in the haemocytes and salivaty glands, but not in the midguts. Semi-quantitative
RT-PCR indicated that transcript abundance of AdsP1 and AdsP3 from Angpheles dirus haemocytes was enhanced after
bloodfeeding and Plasmodium yoelii infection, especially during melanotic encapsulation of Plasmodium yoelii .
Conclusion AdsP1 and AdsP3 may be involved in the melanotic encapsulation response of Plasmodium yoelii by
Anopheles dirus, and may be the prophemoloxidase activating enzyme of Angpheles dirus.
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