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Screening of peptide mimicking antiinflammatory functional site of lipopolysaccharide
binding protein by phage peptide library
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Xingiao Hospital, Third Military Medical Univewsity, Chongqing 400037, China)

Abstract: Objective To screen mimic peptide of antiinflammatory functional site of lipopolysaccharide binding
potein (IBP) from phage random 12-mer peptide library. Methods Using IPS as the tawzet molecule, 4 rounds of
bio-panning to a phage random 12-mer peptide libratry were carried out. A total of 100 clones were selected and used
in binding test, competitive inhibition test, and function test. Positive clones were sequenced and compared with [ BP
sequence. Results Sixteen phage clones out of the 100 clones could inhibit the binding of IBP to IPS, and 7 out
of 16 clones had no effects on the function of LBP which enhanced the IPS-dependent activation of PBMC. Three out
of the 7 clones culd inhibit the function of IBP to enhance LPS internalization, and had a consensus peptide se-
quence FHTRWNYWPYLH. Conclusion These results suggest that 12-mer peptide could mimic the antiinflanmati-
oty functional site of LBP.
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Tab 1 Selective enrichment of phage after 4 rounds of panning

Round of panning Input phage (TU)  Output phage (TU) Yield
1 4.0< 1010 1.4X10° 3.5¢ 106
2 2.2X 1012 3.8X107 L. 7 10-5
3 6.8X 1012 5.3X108 7.8< 103
4 8.5 X102 4.4X10° 5.2< 102

TU: Transduction unit
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Tab 2 Effects of phage clones on the function of LBP to enhance the
LPS induwed TNF« secreted by PBMC (n=6, x +s) LBP ’ LBP
Graip TNF-a (A450) Group TNFa (A450) LPs, 100 ’ LPS
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