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Construction and expression of prokaryotic vector of a novel candidate gene IDD01 as-

sociated with hepatocellular carcinoma

CHEN Xiang—yul, DUAN Fang—lingl, LI Jian—shengz, MA Junl, XUE Le—xun3(llnstitute of Digestive Diseases Zhengzhou University,
Zhengzhou 450003; 2Department of Gastroenterology, First Affiliated Hospital of Zhengzhou University, Zhengzhou 450052 *Laboratory for Cell Bi-
ology, Zhengzhou University, Zhengzhou 450052 Henan Province, China)

Abstract: Objective To wnstruct the prokaryotic vector and to express a novel candidate gene IDDO1 associ-
ated with hepatocellular carcinoma (HCC) for its functional study. Methods The open reading frame (ORF) of
IDDO1, amplified from HCC tissue by RT-PCR, was inserted into the expression vector pMAL-c2X. The recombinant
vector was transformed into E. /i TB1, and the expression products were analyzed by SDS-PAGE. Results The
length of PCR product was about 770 bp. The restriction enzyme digestion and sequencing conformed that the gene
segment was correctly inserted into the vector. SDS-PAGE and density scanning indicated that the protein was ex-
pressed as a fusion potein with 28 KD of molecular weight and the fusion protein possessed 30.4 % of the total bacte-
rial protein. Conclusion The recombinant vector is constmucted successfully and TDDO1 can be expressed at a high
level, which lays a foundation for the further research on the functions of IDDO1 gene.
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