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Relationship between polymorphisms in methylenetetrahydrofolate reductase gene

1298AC and H. pylori infection in gastric cancer

SI Pei-ren, FANG Dian-chun, ZHANG Hao, YANG Liu-gin, LUO Yuan-hui, MIAO Hua-yu (Gastroentewlogy Research Center
Southwest Hospital Third Militaty M edical Univemsity, Chongqing 400038 China)

Abstract: Objective To explore the relationship between the polymorphisms in methylenetetrahydrofolate re-
ductase (MTHFR) gene 1298AC and Heliwbacter pylori (H. pylori) infection in patients with gastric cancer from
Chongqing. Methods The polymorphisms in MTHFR gene A1298C were detected by polymerase chain eaction-re-
striction fragment length polymorphism (PCR-RFIP) and H. pylori was detected by PCR and Warthin-Starry silver
stain methods. Results The polymorphisms in MTHFR 1298AC in 122 cases of gasiric cancer and 101 cases of nor-
mal controls were analyzed. The genotypic frequencies of MTHFR 1298AA, 1298AC, and 1298CC wewe 59. 8%,
36. 1%, and 4. 1% in gastric cancer, but 57. 4%, 7.6%, and 5. 0% in the controls, respectively. Ther was no
significant difference in distribution of MTHFR 1298 A C genotype between gastric cancer and controls (P=>0.05).
The individuals with 1298CC genotype had a 0.414old (95%CI, 0.05—3.72) reduced risk of developing gastric
cancer antrum as compared with those who had 1298AA genotype. The polymorphisms in MTHFR 1298AC were not
correlated with H. pylori infection in gasiric cancer (P> 0.05). Conclusion The polymorphisms in MTHFR
1298AC may be associated with the reduced risk of developing gastric cancer of antum, but may not be associated
with H. pylori infection.
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